MazG-like pyrophosphatase (CDS_0032)
virion structural protein (CDS_0025)
distal tail protein Dit (CDS_0012) single strand annealing protein (CDS_0020) 28 30 |33
tail length tape measure protein (CDS_0011) | 13 14 15 16 17 1819 |21 22 23 24 T 26 27] 29 131 | 3435
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MGV-GENOME-0288319:8,625-32,576 (+)
single strand annealing protein (CDS_0019)
virion structural protein (CDS_0024)
DNA polymerase (CDS_0018)
tail length tape measure protein 17 | |20 21 22 23 25 26

MGV-GENOME-0276315: 9,200-31,247 (+)
DNA polymerase (CDS_0018)
17 single strand annealing protein (CDS_0019)
167 | 20 21 22 23 2425 MazG-like pyrophosphatase (CDS_0029)

MGV-GENOME-0282373:9,018-33,754 (+)
single strand annealing protein (CDS_0020)
virion structural protein (CDS_0025)
16 17 1819 2122 23 24 | 26 2728 30
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MGV-GENOME-0288421:8,580-32,220 (+)
single strand annealing protein (CDS_0018)
virion structural protein (CDS_0023)
16 17 1920 21 22 | 24 25
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MGV-GENOME-0282381:8,625-31,173 (+)

single strand annealing protein (CDS_0019)
DNA polymerase (CDS_0018) virion structural protein (CDS_0024)
| 2021 22 23 [ 252627
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MGV-GENOME-0280658:8,896-33,665 (+)

single strand anneallng protein (CDS_0019)
DNA polymerase (CDS_0018)  virion structural protein (CDS_0024)
17 | 2021 22 23 | 252627 33

MGV-GENOME-0277286:10,145-33,211 (+)
single strand annealing protein (CDS_0025)
20
tail length tape measure protein (CDS_0013) 18 19T21 22 23 24 26 27 28 293031 33
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MGV-GENOME-0291871:9,750-32,500 (+)

23 25 28
16 17 18 19 20 21 22[247] 26 27 [29 30 3132

MGV-GENOME-0289774:9,063-35,270 (+)
25 27
18 19 20 21 22 23 24[26[28 29 3031
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MGV-GENOME-0283318:9,796-34,160 (+)

22 24 26
16 17 18 19 20 21 | 23[25] 2728 2930 35

uvig 149154:8,604-33,093 (+)
25 27 SoFic_SoFic (CDS_0031)
18 19 20 21 22 23 24[26] 2829 30 | 32

MGV-GENOME-0289957:9,005-34,388 (+)
24 26
18 19 20 21 22 23[25[ 27 28 29T31 3233

MGV-GENOME-0292015:9,270-35,517 (+)
23 25
16 17 18 19 20 21 22[247 26 27
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MGV-GENOME-0269879:8,625-31,543 (+)

24 26 28
17 18 19 20 21 22 23[25[ 27]
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MGV-GENOME-0270279:9,391-31,619 (+)

25 27
18 19 20 21 22 23 24[26 ] 28 29

MGV-GENOME-0278787:9,798-33,293 (+)
24 26 28
18 19 20 21 22 23T 25]27 ] 29 30

MGV-GENOME-0282700: 9,797-32,630 (+)
20 25 27
1819 | 21 22 23 24262829
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MGV-GENOME-0277338:10,238-32,185 (+)
25 27 30 single strand annealing protein (CDS_0032)
18 19 20 21 22 23 24[26 [ 28297 ] 33 34 35 3637
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MGV-GENOME-0313704: 9,797-42,637 (+)

single strand annealing protein (CDS_0027)
22 24 DNA helicase (CDS_0030)
16 17 18 19 20 21[23] 25 DNA polymerase (CDS_0026) 28 29 31 3233
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uvig 195188:8,625-42,286 (+)
single strand annealing protein (CDS_0028)
DNA polymerase (CDS_0026)
22 24 virion structural protein (CDS_0033)
16 17 18 19 20 21]237 25 27 29 30 31 32 34 35

MGV-GENOME-0310707:8,628-41,202 (+)
DNA primase (CDS_0033)
23 25 integrase (CDS_0031) 34
16 17 18 19 20 21 22[24[2627 28 29 30| 32 T35 36 373839

MGV-GENOME-0329190: 8,625-40,853 (+)
drt-UG17 DRT (CDS_0022)
27
24 26
18 19 20 21 2325 |28 2930

MGV-GENOME-0279832: 9,498-33,512 (+)
drt-UG17 DRT (CDS_0022)
24 26
18 19 20 21 2325 [ 27 28 29
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MGV-GENOME-0275775:9,498-32,951 (+)

DrmD_00013 DrmD (CDS_0030)
24 26
18 19 20 21 22 23[25[ 27 28 29 | 31 3536

MGV-GENOME-0281110: 10,080-34,536 (+)
25 27 MazG-like pyrophosphatase (CDS_0029)
18 19 20 21 22 23 24[267] 28]
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MGV-GENOME-0269721:9,800-32,042 (+)

23 25 virion structural protein (CDS_0031)
18 19 202122[242627 28 29 30| 32 3334

MGV-GENOME-0292266:9,789-36,094 (+)
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DNA, RNA and nucleotide metabolism head and packaging integration and excision other tail unknown function defence (DefenseFinder) defence (PADLOC)
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