DnaB-like replicative helicase (CDS_0057)
5 46 4748 49 50 51 52 53 54 55 56 58

N

MGV-GENOME-0222663:26,991-32,009 (+)
52

| R
o

MGV-GENOME-0206169: 26,970-29,086 (+)
RusA-like Holliday junction resolvase (CDS_0059)
DNA methyltransferase (CDS_0063)
DruM2_00001 DNA (CDS_0061)
50 51 52 53 54 55 56 57 58 60 62 64 65 66 67

i
|
!
!
|
.

IMGVR_UViG_3300029514 000043|3300029514|Ga0244787_100562:26,695-35,923 (+)
RusA-like Holliday junction resolvase (CDS_0058)
DnaB-like replicative helicase (CDS_0056)
50 5152 53 54 55 57 |

UV\g 226093 26,695-35,914 (+)
RusA-like Holliday junction resolvase (CDS_0055)
DnaB-like replicative helicase (CDS_0053)
47 48 49 50 51 52 54 |

o
-

MGV-GENOME-0265321:25,766-34,072 (+)
RusA-like Holliday junction resolvase (CDS_0058)
DnaB-like replicative helicase (CDS_0056)
43 45 50 51 52 53 54 55 57 |

o
-

IMGVR _UViG 3300045988 058660|3300045988|Ga0495776_009958: 25,694-34,510 (+) -
RusA-like Holliday junction resolvase (CDS_0060)
DnaB-like replicative helicase (CDS_0058)
51 53 54 55 56 57 59 | 64

Shkoporov_2019 SRR9161535 NODE_15_length_42339_cov_18.072912:28,717-36,951 (+)
RusA-like Holliday junction resolvase (CDS_0050)
DnaB-like replicative helicase (CDS_0048)
42 43 44 45 46 47 49 | 54 56  capH (CDS_0057)

MGV-GENOME-0296269:22,723-31,726 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0053)
Mu Gam-like end protection (CDS_0050)
48 49 51 52 54 55 56RusA-like Holliday junction resolvase (CDS_0057) 63

I
MGV GENOME 0266222:25,925-36,030 (+ )
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0053)
Mu Gam-like end protection (CDS_0050)
44 48 49 51 52 54 55 56RusA-like Holliday junction resolvase (CDS_0057)

uvig_570098:25,690-36,636 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0056)
Mu Gam-like end protection (CDS_0053) restriction endonuclease (CDS_0067)
51 52 54 55 57 58 59RusA-like Holliday junction resolvase (CDS_0060) 66
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|
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|
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:
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IMGVR_UViG_3300045988_067350|3300045988|Ga0495776_169865:29,262-39,552 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0056)
Mu Gam-like end protection (CDS_0053)
50 51 52 54 55 57 58 59RusA-like Holliday junction resolvase (CDS_0060)

MGV-GENOME-0271532:26,068-35,575 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0057) Lar-like restriction alleviation protein (CDS_0064)
Mu Gam-like end protection (CDS_0054) RusA-like Holliday junction resolvase (CDS_0061)
52 53 55 56 58 59 60 65
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IMGVR_UViG_3300045988 059618|3300045988|Ga0495776 025277:26,970-35,972 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0056)

Mu Gam-like end protection (CDS_0053) RusA-like Holliday junction resolvase (CDS_0060)
51 52 54 55 57 58 59 MTase_|I_00107 Type (CDS_0063) 64 65
- I I e B ————————

I
uvwg 127598 27,028-37,172 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0056)
Erf-like ssDNA annealing protein (CDS_0054)

Mu Gam-like end protection (CDS_0053) RusA-like Holliday junction resolvase (CDS_0060)
51 52 \ 55 57 58 59 62
I | - | |

MG\/ GENOME 0289673:26,953-36,455 (+ )_
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0056)
Mu Gam-like end protection (CDS_0053)
51 52 54 55 57 58 59RusA-like Holliday junction resolvase (CDS_0060)

- - e __ | I I
IMGVR _UViG_3300045988 057864|3300045988|Ga0495776_173431:26,953-36,455 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0054)
Mu Gam-like end protection (CDS_0051)
44 49 50 52 53 55 56 57 58 60

D

- —
uvig 244654:26,197-35463 (+)

Sak4-like ssDNA annealing protein (CDS_0053)
Mu Gam-like end protection (CDS_0052)
50 51 \ 54 55 56  RusA-like Holliday junction resolvase (CDS_0057)

| - | e ]

uvig 142631:27,184-33,016 (+)

Sak4-like ssDNA annealing protein (CDS_0053)

Mu Gam-like end protection (CDS_0052) RusA-like Holliday junction resolvase (CDS_0057)
50 51 | 54 55 56 59

EE  EE  — —
MGV-GENOME-0231664:27,184-33,647 (+)

Sak4-like ssDNA annealing protein (CDS_0056)
ERCC4-type nuclease (CDS_0058)
53 54 55 57 59  DNA primase/helicase (CDS_0060) 61 63

[} | I ] 1
IMGVR_UViG_3300045988_048990|3300045988|Ga0495776_185434:27,963-36,753 (+)
Sak4-like ssDNA annealing protein (CDS_0052)
ERCC4-type nuclease (CDS_0054)
49 50 51 53 55  DNA primase/helicase (CDS_0056) 57

| __ ] | I B E— I I
IMGVR_UViG_3300029137_000007|3300029137|Ga0168731_100525: 26,684-36,081 (+)
Sak4-like ssDNA annealing protein (CDS_0052)
49 50 51 53 54 55 56 57 61 62 63 64

-_— L I R
IMGVR_UViG_3300045988_087620|3300045988|Ga0495776_025850:26,684-36,842 (+)
4000 nt {
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) anti-defence (dbAPIS)
I




