
IMGVR_UViG_2571042803_000002|2571042803|2571149978|32493-86790: 43,458-53,749 (+)

transposase (CDS_0057) 58 59

transcriptional regulator (CDS_0060)
HTH DNA binding protein (CDS_0061)

62
lipoprotein (CDS_0063)

MTase_II_00039 Type (CDS_0064)

65 66 67
holin (CDS_0068)

endolysin (CDS_0069)

Rz-like spanin (CDS_0070)

71 72

IMGVR_UViG_3300011164_000025|3300011164|Ga0122310_100090|12336-50993: 28,919-38,109 (+)

45 46

IMGVR_UViG_2879992451_000003|2879992451|2879992451|685750-723602: 28,030-37,304 (+)

37 44 45

IMGVR_UViG_2563367059_000016|2563367059|2563420329|1-37593: 25,656-36,737 (+)

32 34 37 39 lipoprotein (CDS_0040) 42 43 44

uvig_578427: 27,158-36,516 (+)

42 lipoprotein (CDS_0043)

IMGVR_UViG_2922225371_000003|2922225371|2922225371|2621445-2661784: 29,841-39,791 (+)

transcriptional repressor (CDS_0044)
45 47 48 49

IMGVR_UViG_3300014918_000027|3300014918|Ga0121503_100026|32843-71245: 28,810-37,854 (+)

41 42 44 45

uvig_578710: 27,562-36,746 (+)

43 44

IMGVR_UViG_2841336743_000001|2841336743|2841336743|4002205-4040910: 28,321-38,157 (+)

43
transposase (CDS_0044)

45 46

MGV-GENOME-0219850: 22,313-30,979 (+)

39 40

MGV-GENOME-0266435: 29,305-39,041 (+)

41 42 43

IMGVR_UViG_2690316270_000002|2690316270|2690367909|217446-256382: 28,214-38,388 (+)

DS-1__DS-1A (CDS_0041) DS-1__DS-1B (CDS_0042)

IMGVR_UViG_2548876782_000007|2548876782|2548962282|2-36386: 25,926-35,836 (+)

37 38 DS-1__DS-1A (CDS_0040) DS-1__DS-1B (CDS_0041)

IMGVR_UViG_2906155497_000003|2906155497|2906155517|317318-361936: 35,535-44,070 (+)

51

IMGVR_UViG_3300029154_000012|3300029154|Ga0120231_10005|333771-372802: 28,534-38,176 (+)

42 43

uvig_314767: 24,163-33,225 (+)

37 38

IMGVR_UViG_2901726420_000006|2901726420|2901726421|1-39736: 29,601-38,880 (+)

37 38 44 45

IMGVR_UViG_2841017058_000003|2841017058|2841017076: 35,077-45,089 (+)

47 48 49 50 51 52

4000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


