late transcriptional activator (CDS_0032)
unknown function (CDS_0039)
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uvig_314250:30,249-34,077 (+)

34 35 36

uvig_817746:35,318-39,189 (+)
33

IMGVR_UViG_2841017058_000003|2841017058|2841017076:31,701-34,559 (+)
28

| [ N S
IMGVR_UViG_3300011696_000031|3300011696|Ga0122203_100062|18453-59315: 25,926-29,430 (+)
major tail protein with Ig-like domain (CDS_0019)
tail protein (CDS_0018) 20 21 22 23 26

uvig 578710:16,200-25,862 (+)

transposase (CDS_0023)
tail fiber protein (CDS_0021) 22 24 27 28 34

IMGVR_UViG_3300014918 _000027|3300014918|Ga0121503_100026|32843-71245: 16,425-27,342 (+)
33 37 41 42

N
IMGVR_UViIG_2906155497_000003|290615549712906155517|317318-361936: 30,698-35,522 (+)
tail assembly chaperone (CDS_0018)
tail protein (CDS_0019)
20 22 26
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i%

MGV-GENOME-0219850: 16,291-22,300 (+
29 30 32 34

MGVR_UVIG_2922225371_000003|2922225371(2922225371|2621445-2661784:24,302-29,828 (+)
4000 nt i
integration and excision tail transcription regulation unknown function
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