anti-SOS response (AP1S102) (CDS_0020)
DNA methyltransferase (CDS_0028)
tail length tape measure protein (CDS_0011) capH (CDS_0021) 26
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uvig 570035:4,821-20,402 (+)

anti-SOS response (AP1S102) (CDS_0016)
major tail protein (CDS_0008) capH (CDS_0017)
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uvig_544442: 3,934-14,499 (+)
anti-repressor Ant (CDS_0021)
endolysin (CDS_0019)
holin (CDS_0018) anti-SOS response (API1S102) (CDS_0027)
17 Druantia_ll_DruM (CDS_0022) capH (CDS_0028)
15 16] 20 | 23 24 | 29 30
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MGV-GENOME-0265774:4,821-23,293 (+)
endolysin (CDS_0019) anti-SOS response (AP1S102) (CDS_0024)

17 capP (CDS_0021) capH (CDS_0025)
15 16] 18  capH(CDS 0020) 22 23 | T 2627 33 35

MGV-GENOME-0225589:4,821-20,245 (+)

endolysin (CDS_0019) anti-SOS response (AP1S102) (CDS_0024)
17 capH (CDS_0020) capH (CDS_0025)
15 16] 18 |  capP(CDS_0021) 22 23 | [ 2627

MGV-GENOME-0232750: 4,821-20,703 (+)
endolysin (CDS_0019)
holin (CDS_0018) anti-SOS response (AP1S178) (CDS_0028)
17 capH (CDS_0020) capH (CDS_0025)
15 16] | capP(CDS_0021) 22 23 24 | 2627 29 30
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OTU_3420:4,821-21,795 (+)

endolysin (CDS_0019)

holin (CDS_0018) DNA polymerase (CDS_0023)
17 capH (CDS_0020) capH (CDS_0025)
15 16] | capP(CDS_0021) 22 24 [ 2627
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OTU_3319:4,821-21,290 (+)
endolysin (CDS_0019) phosphoadenosine phosphosulfate reductase (CDS_0026)
holin (CDS_0018) PDC-M69A WP_216276383.1 (CDS_0023
17 integrase (CDS_0020) anﬂepressor Ant (CDS_bOZS)
15 16] 21 capP (CDS_0022) 24 \ 28
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Shkoporov_2019_SRR9161556_NODE_116_length_34762_cov_20.694874:4,821-21,909 (+)
endolysin (CDS_0019)
holin (CDS_0018) PDC-M69A_WP_216276383.1 (CDS_0023)
17 integrase (CDS_0020) anti-repressor Ant (CDS_0025)
15 16] 21 capP (CDS_0022) 24 26
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SAMN11893742 a1l ct51283:4,821-21,441 (+)
endolysin (CDS_0019)
holin (CDS_0018) anti-SOS response (APIS102) (CDS_0022)
17 tRNA-Ser(GGA) capH (CDS_0023)
15 16] | T 20 21 | "7 24 25anti-SOS response (APIS178) (CDS_0026)
1 . N e N SN SN N S — I
MGV-GENOME-0318368:4,821-20,196 (+)

endolysin (CDS_0019) anti-SOS response (APIS102) (CDS_0022)
17 integrase (CDS_0020)  capH (CDS_0023)
15 176T 18 21 24 25 anti-SOS response (AP1S178) (CDS_0026)
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MGV-GENOME-0229769:4,821-20,534 (+)

endolysin (CDS_0019)
holin (CDS_0018)
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15 16] ‘ 20 21 22 23 24 30 32
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IMGVR_UViG_3300045988_066998|3300045988|Ga0495776_153383:4,821-20,513 (+)
endolysin (CDS_0019)
holin (CDS_0018)

17
15 16] ‘ 20 21 2 23 24
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MGV-GENOME-0247244:4,821-20,513 (+)

endolysin (CDS_0019)
17
15 16] 18
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IMGVR_UViG_3300029790_000389|3300029790|Ga0242825_1000281(22520-56291:4,923-21,103 (+)

Specificity_I_00025 Type (CDS_0021)
endolysin (CDS_0020) phosphoadenosine phosphosulfate reductase (CDS_0029)
17 kinase (CDS_0022) anti-SOS response (AP1S102) (CDS_0026)
18 integrase (CDS_0024) capH (CDS_0028)
15 16| ] 19 23 25 capH(CDS 0027) | 30
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endolysin (CDS_0020) anti-SOS response (AP1S102) (CDS_0023)

17 integrase (CDS_0021) capH (CDS_0025)
15 16 1819 22 capH (CDS 0024) 26
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MGV-GENOME-0233122:4,821-20,179 (+)

endolysin (CDS_0020) anti-SOS response (AP1S102) (CDS_0025)
16 18 capH (CDS_0021) integrase (CDS_0023) capH (CDS_0026)

15 17 19 capP (CDS_0022) 24 | T 27 28

|MGVR_UVIG_3SOOO45988_070647|3300045988\Gam5 776_144928:4,788-21,017 (+)
anti-SOS response (AP1S102) (CDS_0016)
capH (CDS_0018)
15 capH(CDS_0017) 19

MGV-GENOME-0311072:4,821-14,565 (+)
endolysin (CDS_0019) anti-SOS response (AP1S102) (CDS_0024)
17 capP (CDS_0021) capH (CDS_0025)
15 16] 18  capH(CDS 0020) integrase (CDS 0022) 23 | T 26 27
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endolysin (CDS_0019)

holin (CDS_0018) anti-SOS response (AP1S102) (CDS_0024)
17 capP (CDS_0021) [ capH (CDs_0026)

15 16] capH (CDS_0020) integrase (CDS_0022) 23 capH (CDS_0025) 27

IMGVR_UVIG._3300045988.066529 3300045988|Ga04957 76 003424: 4821-21,006 (+)
anti-SOS response (AP1S102) (CDS_0022)
endolysin (CDS_0019)
17 CapH (CDS_0020)  capH (CDS_0023)
16] 18 | capP(CDS.0021) | [ 24252627
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MGV-GENOME-0220918:4,788-18,168 (+)

Specificity_I_00025 Type (CDS_0021)
endolysin (CDS_0020) anti-SOS response (AP1S102) (CDS_0025)
17 integrase (CDS_0023)  capH (CDS_0026)
15 16]1819 22 24 | T 27 28 29 31
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anti-SOS response (AP1S102) (CDS_0019)
capH (CDS_0020)

integrase (CDS_0017) 22
16 18 ‘ T 2123
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anti-SOS response (AP1S102) (CDS_0014)
capH (CDS_0015)
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MGV-GENOME-0222787:3,898-12,652 (+)
1516 exonuclease VIII (CDS_0023)

MGV-GENOME-0183752:4,821-13,292 (+)
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MGV-GENOME-0178466:4,579-12,173 (+)
7000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function
— I —_—

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA
I




