
MGV-GENOME-0264840: 24,591-33,147 (+)

capH (CDS_0028) 29 30 31 32
Erf-like ssDNA annealing protein (CDS_0033)

34

HNH endonuclease (CDS_0035)

36
replisome organizer (CDS_0037)

38

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0039)

40
MTase_II_00074 Type (CDS_0041)

42 43

DNA methyltransferase (CDS_0044)

45 46

IMGVR_UViG_3300045988_100443|3300045988|Ga0495776_041699: 25,739-33,719 (+)

30 31 32

Erf-like ssDNA annealing protein (CDS_0033)
DnaD-like helicase loader (CDS_0036)

37 38 40 MTase_II_00072 Type (CDS_0043)
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0044)

45

uvig_72366: 22,943-31,928 (+)

25 26 integrase (CDS_0027) 28 29 31 33 34 35 37
DnaD-like helicase loader (CDS_0040)

41 42

uvig_426356: 22,885-31,894 (+)

27 32 33

uvig_577950: 20,467-28,880 (+)

18 19 20 26 29

SAMN05827245_a1_ct11518_vs1: 28,943-35,332 (+)

37 38 45

uvig_419740: 27,047-34,144 (+)

37 38 45

uvig_297573: 33,116-39,576 (+)

38 40 41

SRS063603_a1_ct50484_vs1: 20,417-27,774 (+)

26 27

IMGVR_UViG_3300008680_000020|3300008680|Ga0111555_1000382: 20,417-27,741 (+)

19 26 27

OTU_3051: 19,855-27,833 (+)

18 26 27 29

MGV-GENOME-0244473: 20,424-27,966 (+)

20 22 27 28

uvig_213281: 20,424-28,101 (+)

20 27 28

SRS063413_a1_ct6107: 19,791-27,757 (+)

25 26

OTU_3036: 19,883-27,940 (+)

26 27 28

IMGVR_UViG_3300008075_000015|3300008075|Ga0114853_100166: 19,772-27,957 (+)

25 26 27

uvig_421961: 28,660-34,215 (+)

32 33

uvig_395632: 25,175-32,340 (+)

32 33 36

SRS076926_a1_ct14313_vs1: 22,692-29,343 (+)

29 Erf-like ssDNA annealing protein (CDS_0031)

IMGVR_UViG_3300028995_000064|3300028995|Ga0169683_100002|177948-214860: 22,686-29,047 (+)

29 Erf-like ssDNA annealing protein (CDS_0033)

IMGVR_UViG_3300045988_069302|3300045988|Ga0495776_103281: 20,015-27,329 (+)

19 20 24 26 27

MGV-GENOME-0259355: 19,224-25,662 (+)

endolysin (CDS_0016) Erf-like ssDNA annealing protein (CDS_0023)

SAMN05827226_a1_ct4969_vs1: 28,975-33,122 (+)

38 39 DnaD-like helicase loader

MGV-GENOME-0279422: 20,435-26,554 (+)

27 28

MGV-GENOME-0248248: 19,775-26,169 (+)

25 27

SAMN11031408_a1_ct1541: 19,819-28,277 (+)

25 26
Erf-like ssDNA annealing protein (CDS_0027)

30
replisome organizer (CDS_0031)

32

3000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


