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MGV-GENOME-0248248: 31,427-36,372 (+)
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IMGVR_UViG_3300045988_044992|3300045988|Ga0495776_182323: 26,287-32.923 (+)
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MGV-GENOME-0259355: 26,287-32,923 (+)
37 39

MGV-GENOME-0269892:25,742-32,134 (+)
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SRS076926_al ct14313 vs1:30,979-35,673 (+)
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MTase_l_00072 Type (CD$_0040) 42 46 49
I N I — — I

—

SRS018394 al ct32807_vs1:30,105-36,388 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0037)
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MGV-GENOME-0279422:32,316-36,103 (+)

RusA-like Holliday junction resolvase
45 46

IMGVR_UViG_3300008680_000020|3300008680|Ga0111555_1000382: 32,098*36,38 (+)
DNA methyltransferase (CDS_0037)
33 34 DNA methyltransferase (CDS_OO36i 40 41 42
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IMGVR_UViG_3300007527_000009|3300007527|Ga0105486_1000241:26,695-34,429 (+)
RusA-like Holliday junction resolvase (CDS_0049)
RM_Type_|l_Type_ll_MTases_FAM_3 (CD$_0047)
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IMGVR_UViG_3300008363_000150|3300008363|Ga0115180_100154|2-37841:32,028-37,761 (+)
45
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IMGVR_UViG_3300008074 000037|3300008074|Ga0114852 100065: 29,039-34,772 (+)
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OTU_2921:30,133-36,513 (+)
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IMGVR_UViG_3300028995_000064|3300028995|Ga0169683_100002|177948-214860: 30,488-36,834 (+)
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