
SRS063603_a1_ct50484_vs1: 13,352-24,787 (+)

14 15 16 17 18 19 20 21

metallo-protease (CDS_0022)
capH (CDS_0023)

24 25 26 27 Mu Gam-like end protection (CDS_0028)

IMGVR_UViG_3300008680_000020|3300008680|Ga0111555_1000382: 13,352-24,754 (+)

19 20 21

uvig_577950: 13,406-26,466 (+)

19 20 21 22 23 29

MGV-GENOME-0279422: 13,361-24,941 (+)

20
integrase (CDS_0021)

22 25 28

SRS018394_a1_ct32807_vs1: 13,378-25,515 (+)

19 20 21 22

MGV-GENOME-0244473: 13,364-24,905 (+)

20 21 22 28

uvig_213281: 13,364-25,040 (+)

20 21 22

IMGVR_UViG_3300008650_000014|3300008650|Ga0111455_1000382: 13,362-25,041 (+)

20 21 22 23

IMGVR_UViG_3300008074_000037|3300008074|Ga0114852_100065: 10,227-24,021 (+)

13 14 18 19 20

SRS018975_a1_ct5587_vs1: 12,904-31,142 (+)

19 20 21 22 23 24 25 26 27 28 29 30 31 32 33

uvig_421961: 13,367-31,215 (+)

19 20 21
Streptococcal enolase (VF1060) (CDS_0022)

23 24 25 26 27 32

IMGVR_UViG_3300007100_000156|3300007100|Ga0102544_100107|11477-47946: 12,904-24,712 (+)

19 20 21 22 23

IMGVR_UViG_3300008140_000115|3300008140|Ga0114165_1000319: 11,821-25,023 (+)

15 19 20
transposase (CDS_0021)

22

IMGVR_UViG_3300045988_069302|3300045988|Ga0495776_103281: 12,942-24,402 (+)

19 20 21 24 27

IMGVR_UViG_3300008363_000150|3300008363|Ga0115180_100154|2-37841: 13,369-28,297 (+)

19 20 21 22 23 24 25
26

metallo-protease (CDS_0027)

34 35 HNH endonuclease

IMGVR_UViG_3300028995_000064|3300028995|Ga0169683_100002|177948-214860: 13,348-25,363 (+)

20 21 22 23 24 29

SRS076926_a1_ct14313_vs1: 13,353-25,420 (+)

19 20 21 22 27

IMGVR_UViG_3300007204_000074|3300007204|Ga0103275_100240: 13,337-27,496 (+)

19 20 21 22 23 anti-repressor (CDS_0027) 30

IMGVR_UViG_3300007204_000159|3300007204|Ga0103275_100240|1-34787: 13,337-24,642 (+)

19 20

SRS014690_a1_ct69919_vs1: 13,337-26,482 (+)

19 20 21 22 23

uvig_394209: 13,362-31,318 (+)

19 20 21 22

Streptococcal enolase (VF1060) (CDS_0023)
Type IV pili (VF1229) (CDS_0024)

25 26 27 28 29

IMGVR_UViG_3300007357_000162|3300007357|Ga0104764_100031|23775-60188: 13,363-25,329 (+)

19 20 21 22 23

SAMN11031279_a1_ct9425: 13,383-24,896 (+)

19 20 21

SRS011343_a1_ct18048_vs1: 13,391-28,977 (+)

19 20 21 22 23 24 25 26

IMGVR_UViG_3300008594_000082|3300008594|Ga0111090_100128: 13,391-25,422 (+)

19 20 21 22

SRS078677_a1_ct65338_vs1: 13,363-24,015 (+)

19 20
21

Erf-like ssDNA annealing protein (CDS_0025)

7000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other transcription regulation unknown function defence (PADLOC) virulence (VFDB)


