
IMGVR_UViG_2541047300_000003|2541047300|2541113604|9784-67663: 27,743-38,373 (+)

36 37

rhodanese-related sulfurtransferase (CDS_0038)

40

hemolysin (CDS_0041)
holin (CDS_0042)

AbiD (CDS_0043) 44 45 46 47 48 anti-SOS response (APIS132) (CDS_0049)

TemPhD_cluster_57646: 23,674-36,240 (+)

tail fiber protein (CDS_0029)
30 32 33 34 hemolysin (CDS_0037)

MGV-GENOME-0328895: 23,103-35,408 (+)

beta-propeller repeat protein (CDS_0030)
31 32 hemolysin (CDS_0034)

TemPhD_cluster_28810: 27,973-38,010 (+)

hemolysin (CDS_0040)
42 AbiD (CDS_0043) 45

IMGVR_UViG_2848085003_000002|2848085003|2848085003|1695962-1748314: 27,284-35,421 (+)

38 39

ivig_3955: 26,150-38,678 (+)

hemolysin (CDS_0038) 42 43 44 45 46

TemPhD_cluster_57584: 25,490-35,779 (+)

34 35 hemolysin (CDS_0039) TPR_III-A_2 (CDS_0042)Rnase H (CDS_0043) RnlAB__RnlB (CDS_0044)

TemPhD_cluster_57374: 25,764-40,169 (+)

33 34 38 39 40 41 PDC-S25_WP_158408084.1 (CDS_0044) 45 46 47

TemPhD_cluster_39447_: 25,764-40,425 (+)

38 39 40 41 48 49

TemPhD_cluster_28775: 31,725-46,322 (+)

hemolysin (CDS_0043) 47 48 49 50

TemPhD_cluster_56757: 31,725-46,322 (+)

47 48 49 50

TemPhD_cluster_46327: 27,990-42,112 (+)

42 43 44 45 47
transcriptional regulator (CDS_0049)

Retron_VI__HTH (CDS_0050) 53

TemPhD_cluster_28814: 28,056-42,123 (+)

42 43 44 45

IMGVR_UViG_2541047404_000008|2541047404|2541129659|174818-231092: 27,990-41,979 (+)

42 43 44 45

TemPhD_cluster_57461: 27,662-42,049 (+)

39 40 41
PDC-M03B_WP_127064912.1 (CDS_0042)

PDC-M03A_WP_143482249.1 (CDS_0043) 45
retron_type_VI_hth_cluster2_1 (CDS_0046)

retron_type_VI_hth_cluster2_1 (CDS_0047)
PDC-M69A_WP_216276383.1 (CDS_0051)

IMGVR_UViG_2859505890_000002|2859505890|2859505890|1685841-1738324: 27,662-38,458 (+)

39 40 41

TemPhD_cluster_57397: 28,730-40,743 (+)

44 45 46 47

IMGVR_UViG_2541047419_000006|2541047419|2541130448|103437-155821: 25,150-37,704 (+)

AbiD (CDS_0039)
endolysin (CDS_0040)

TemPhD_cluster_56781: 30,497-44,702 (+)

39 45
PD-T4-6_WP_036366335.1 (CDS_0046)

47
PDC-M03B_WP_127064912.1 (CDS_0049)

PDC-M03A_WP_143482249.1 (CDS_0050)

TemPhD_cluster_57415: 26,574-39,626 (+)

39
PD-T4-6_WP_036366335.1 (CDS_0040)

41

TemPhD_cluster_46456: 23,712-38,046 (+)

TPR_III-A_2 (CDS_0035)Rnase H (CDS_0036) RnlAB__RnlB (CDS_0037)

TemPhD_cluster_46554: 23,778-37,866 (+)

TPR_III-A_2 (CDS_0035)Rnase H (CDS_0036) RnlAB__RnlB (CDS_0037)

5000 nt

DNA, RNA and nucleotide metabolism lysis other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


