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TemPhD_cluster_57584: 7,850-21,130 (+)
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TemPhD_cluster_57522: 9,176-20,906 (+)
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TemPhD_cluster_46554: 8,051-19,524 (+)
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IMGVR_UViG_2848085003_000002|2848085003|2848085003|1695962-1748314: 7,855-18,342 (+)
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TemPhD_cluster_58045: 8,039-19,883 (+)
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TemPhD_cluster_28810: 8,194-21,321 (+)

transcriptional repressor (CDS_0017)
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IMGVR_UViG_2541047419_000006|2541047419|2541130448|103437-155821: 8,184-21,353 (+)
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TemPhD_cluster_28814: 8,028-21,462 (+)
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transcriptional repressor (CDS_0018)
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TemPhD_cluster_57397: 8,194-21,879 (+)
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IMGVR_UViG_2534681960_000006|2534681960|2534765777|47054-96879: 8,184-21,897 (+)
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anti-repressor (CDS_0019)
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IMGVR_UViG_641736218_000006|641736218|641780303|4808-60293: 9,176-24,455 (+)
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tail length tape measure protein (CDS_0023)

24 tail protein (CDS_0029)

IMGVR_UViG_2922733483_000002|2922733483|2922733663|12031-64442: 9,176-23,407 (+)
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uvig_317422: 7,577-18,780 (+)
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TemPhD_cluster_56757: 7,577-23,812 (+)

tail protein (CDS_0013) 17 18 19

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0020)
anti-repressor (CDS_0021)

22 23 24

IMGVR_UViG_2541047300_000003|2541047300|2541113604|9784-67663: 7,577-21,872 (+)

17 18 19

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0020)
anti-repressor (CDS_0021)

22 23

TemPhD_cluster_39504_: 7,174-18,971 (+)
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ivig_3955: 6,417-19,378 (+)

10 HNH endonuclease (CDS_0011) 16 17

IMGVR_UViG_2925396524_000002|2925396524|2925396525|9847-62151: 7,226-18,388 (+)
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