
TemPhD_cluster_57397: 21,460-31,777 (+)

27
tail protein (CDS_0028)

29

tail fiber protein (CDS_0030)

31

rhodanese-related sulfurtransferase (CDS_0032)

33
34 35 36 37 39

hemolysin (CDS_0040)
holin (CDS_0041)

AbiD (CDS_0042) 43

TemPhD_cluster_57584: 21,131-29,722 (+)

33 34 35 36

IMGVR_UViG_2541047331_000005|2541047331|2541117851|112657-168200: 21,032-31,037 (+)

33 34 35 36 37

TemPhD_cluster_57646: 21,583-30,770 (+)

3233 34

ivig_3955: 19,379-30,910 (+)

24 30 31 32 33 36 hemolysin (CDS_0038)

TemPhD_cluster_28810: 21,322-30,718 (+)

29 32 33 34 35

TemPhD_cluster_39504_: 18,552-34,811 (+)

3132
beta-propeller repeat protein (CDS_0033)

34 35 41 42

MGV-GENOME-0328895: 18,306-35,408 (+)

2829
beta-propeller repeat protein (CDS_0030)

31 32 anti-SOS response (APIS132) (CDS_0040)

TemPhD_cluster_57883: 20,553-29,051 (+)

31 32 33 AbiD (CDS_0035)

IMGVR_UViG_2541047257_000004|2541047257|2541105438|102889-156681: 20,553-34,124 (+)

31 32 33 37 38 39 40

IMGVR_UViG_2541047300_000003|2541047300|2541113604|9784-67663: 20,138-30,378 (+)

26 31 32 33 34 35 37 40

IMGVR_UViG_2848081045_000002|2848081045|2848081045|1680076-1730938: 20,860-29,806 (+)

30 31 32 33 34 endolysin

TemPhD_cluster_28814: 20,778-31,740 (+)

30 31 32 33 34 38

TemPhD_cluster_56781: 23,203-34,317 (+)

32 33 34 35 36 39 42

IMGVR_UViG_2869701353_000003|2869701353|2869701353|1721573-1774123: 18,625-24,200 (+)

26

IMGVR_UViG_2848085003_000002|2848085003|2848085003|1695962-1748314: 18,343-30,316 (+)

29 30 31 32 33 34 39

6000 nt

lysis other tail unknown function defence (PADLOC) anti-defence (dbAPIS)


