KwaA_00002 Unknown (CDS_0072)
Gp2.5-like ssDNA binding protein and ssDNA annealing protein terminase small subunit (CDS_0074)
'DNA polymerase (CDS_0063) DNA helicase (CDS_0066)  KwaB_00010 DUF4868 (CDS_0071) head maturation protease (CDS_0003)
DNA helicase (CDS_0064) 65 67 686970 | 73 1 portal protein (CDS_0002) 4 5
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IMGVR_UViG_3300045988_142636|3300045988|Ga0495776_016314:47,523- 58480( ) 1- 5263( )

KwaA 00002 Unknown (CDS_0071)
KwaB_00010 DUF4868 (CDS_0070)
6768 69 | 72
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MGV-GENOME-0328895:47,501-58,457 (+)

KwaA_00007 Unknown (CDS_0066)
Kiwa__KwaB (CDS _00&5)
64 | 1

TemPhD_cluster_39504 :44,255-53,978 (+); 1-4,053 (+)
Kiwa__KwaB (CDS_0065)
64 KwaA_00007 Unknown (CDS_0066)
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IMGVR_UViG_2848085003_000002|2848085003|2848085003|1695962-1748314:42,641-52,352 (+)

65 66 67 4
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TemPhD_cluster_57214:47,520-57,737 (+); 1-5,108 (+)

64 65 66  DNA binding protein (CDS_0067)
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TemPhD_cluster_57476:45,758-55,976 (+); 1-5,108 (+)
59 60  NLR_like bNACHTO1_NLR_like_bNACHTO1 (CDS_0061)

TemPhD_cluster_46554:41,902-53,678 (+); 1-5,105 (+)
71 72 73

TemPhD_cluster_56781:49,424-60,895 (+); 1-5,114 (+)
66 67 68 4

TemPhD_cluster_57584:44,112-55,357 (+); 1-4,918 (+)
letA_00002 (CDS_0069)
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TemPhD_cluster_28810:44,934-56,549 (+); 1-5,263 (+)
63 64 65

IMGVR_UViG_646311914 000003|646311914(646311911|1676221-1730466:44,029-54,245 (+)
Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0061)
RNA polymerase sigma factor (CDS_0060) 65 68 69 70
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\MGVR UVlG 2848081045_000002|2848081045|2848081045|1680076-1730938: 39,480-50, 862( )
6000 nt i
DNA, RNA and nucleotide metabolism head and packaging transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)




