DNA methyltransferase (CDS_0036)
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IMGVR UViG_3300045988 151591|3300045988\Ga0495776 075810:22,188-33,699 (+)
DNA methyltransferase (CDS_0036)
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MGV-GENOME-0366955:22,188-33,699 (+)

DNA methyltransferase (CDS_0034)
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MGV-GENOME-4434643:20,450-32,058 (+)
DNA methyltransferase (CDS_0037)
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IMGVR UViG_3300045988 141143|3300045988\GaO495776 112063: 21 550-32,480 (+)
DNA methyltransferase (CDS_0064)
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MGV-GENOME-0367435: 55,352-66,282 (-)
RM _Type_Il_Type_ll_MTases_FAM_2 (CDS_0036)
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IMGVR_UViG_3300045988_159325|3300045988|Ga0495776_011737:22,026-30,698 (+)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0038)
37 3940 42
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IMGVR_UViG_3300045988_151531[3300045988|Ga0495776_095720: 23, 684 -33,009 (+)
4000 nt i

other unknown function defence (DefenseFinder)
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