DNA methyltransferase (CDS_0072)
67 68 69  endolysin (CDS_0070) 71 73 74 75 76 77 78
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Ma_2019_SRR341594 NODE_35_length_100777_cov_28.059679:55,702-67,227 (+)
71 72

IMGVR_UViG_3300045988_159325|3300045988|Ga0495776_011737:55,649-67,175 (+)
80 81 82

MGV- GENOME 0866955:60,131-71,619 (+)
80 81
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MGV-GENOME-0366228:59,551-71,045 (+)
RM_Type_ll_Type_ll_MTases FAM_1 (CDS_0077)
68 69 70 73
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SAMNO9781719_a1_ct45594 vs1:57,763-68,008 (+)
4000 nt 1

lysis other unknown function defence (DefenseFinder)
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