11

endolysin (CDS_0029)
27
24 2526 28 | 30

10 16
97]12 13 14 151718 19 2021 22 23

I B B N - N 1 . L}
MGV-GENOME-0259690: 6,926-29,432 (+)
transcriptional repressor (CDS_0017)
15
14716 | 1819 20

N S N . —
MGV-GENOME-0338817:6,927-28,425 (+)

17
10 16T18 19 20 21 22 23 24 25 26
R, G g /TS G € 508
MGV-GENOME-0263861:6,926-30,166 (+)
17
16 18 19 20 21 22 24 25

MGV GENOME 0258162 6, 927 29 164 (+)
DNA polymerase (CDS_0020)
16
15171819 21 22 23 24 25 26 27

RN P S NN . e— 1 . . _ _ ' 1}
MGV-GENOME-0284229:6,927-32,376 (+)
PDC-527_WP_184132443.1 (CDS_0020)
17
161819 21 22 23 24 25

N B . . I
MGV-GENOME-0272931:6,926-29,617 (+)
transcriptional repressor (CDS_0017)
1516 | 18 1920 21 22 2324

NN B B . S . I
MGV-GENOME-0311978:6,973-29,184 (+)

transcriptional repressor (CDS_0017)

1516 [ 18 19 20 2122

EEEE BN I . B 1 I S S—
MGV-GENOME-0309161: 6,973-27,180 (+)
icity0040 RT (CDS_0025)
17 21 23
10 161819 20 [22]24 26 27 28

N N B I . N S —
MGV-GENOME-0259308: 7,020-29,373 (+)
16 20
15]1718 1921 22 23 24 25

N N S .
MGV-GENOME-0264581: 6,900-28,729 (+)
19
1617 18 20 21 22 23 24

I N BN N N ——
MGV-GENOME-0254062: 6,893-28,488 (+)
17
16] 18 19 202122 23 24 25

e o B L1 -
MGV-GENOME-0260081: 6,893-28,605 (+)
17
16] 18 19 20 21 22 23 24

NN L1l . _________________________ ]
MGV-GENOME-0259533: 6,900-28,661 (+)
transcriptional repressor (CDS_0018)
17
12 16] 19 2021 22 23 24 25

I R R . ——
MGV-GENOME-0298000: 6,893-31,874 (+)
DruH3_00008 Unknown (CDS_0019)
17 18 20 21 22 23 24

o — 1 T N ""—»&&y " — — — | "
MGV-GENOME-0267372:7,150-30,824 (+)

1617 18 19 20 21

I e e o I T I S B e
MGV-GENOME-0242008: 6,900-26,551 (+)

transcriptional repressor (CDS_0016)
15 [ 17 18 19 20 21 22 23 24

R S BN W I E——
MGV-GENOME-0321662: 7,146-30,588 (+)
1617 18 19 20 21 22 23 24

N I E——— N S . —
MGV-GENOME-0292425:7,024-30,171 (+)

16 17 18

IR . . .
MGV-GENOME-0277125: 7,024-32,703 (+)

17
16181920 21 22 23

——
MGV-GENOME-026014

16
157171819 2021 22 23 24 25

| 1 1 ' /i | |
MGV-GENOME-0258671: 6,896-29,247 (+)
21
16 22
15171819 20|[2324 25 26 27 28

1 1 W
MGV-GENOME-0268483: 6,926-30,207 (+)

157171819 20 21 22 23

12 16 1819 20 21 22 23

151718 19 20 21

1517 18 19 20

I S E— ——
MGV-GENOME-0233968: 6,926-25,140 (+)

16
15171819 20 21 22 2324 25 26 27 28 29 30
k1 L L _ml . & & | & ]
MGV-GENOME-0285881: 6,927-34,395 (+)
16 20 24 28

15171819 [ 212223 1252627 | 29

30 3132

1 o s 1T .,y — " — " "]
MGV-GENOME-0303130: 6,926-32,927 (+)

16 20
15 1718 19T 212223 24 252627 28

N S — N S N N N N S R
MGV-GENOME-0303467: 6,926-32,958 (+)

16 20
15 1718 19T 212223 2425 26

27 28 29

I o B B I I O O e —
MGV-GENOME-0307359:6,732-31,368 (+)
PDC-501_WP_067088819.1 (CDS_0020)
16 Reverse transcriptase (CDS_0027)
151718 19 21 22 23242526 28 29 30

S S S NN B N BN N S N N N N s | S
Monaco_MBA1133 NODE 24 length_43311_cov_30.338242:6,972-34,345 (+)

17 PDC-S05_WP_181573034.1 (CDS_0021)
16] 18 19 20 22 2324 25 26 27 28

AR . EE EEm I
MGV-GENOME-0328036: 6,896-33.417 (+)
17 20
16] 18 19 [2122 23 24 25 26

L 1 1/ "] -

MGV-GENOME-0257236: 7,032-29.017 (+)
17 19

16] 18] 20 2122 23 24 25 26

L i L] L L
MGV-GENOME-0254975: 6,896-28,634 (+)
17 19
16] 18] 20 21 22 23 24 25

R B N . . [
MGV-GENOME-4413810: 6,901-28,624 (+)
icity0040 RT (CDS_0023)
16 18 21
15] 17] 19 20722 24 25 26

N N S . R —
MGV-GENOME-0257092: 7,024-28,992 (+)
16 18 20
15] 17] 19 212223 24 25 26 27

N I N - . U |}
MGV-GENOME-0265028: 6,934-30,367 (+)

16 18 20 27
15] 17] 19 [ 21 2223 24 25 26]28

N S HE EmmE = L1 | | - ) S S
MGV-GENOME-0273602: 6,897-30,075 (+)

17
16] 18 19 2021 22

23 24 25 26 27

I S — . — N Y S
MGV-GENOME-4421969:7,145-32,107 (+)
Lamassu-Fam__LmuB_SMC_Mrr (CDS_0021)
18 VCA0458 (CDS_0022) 25
1617] 19 20 | [ 23 24 262728 29 30 31

N B . - I W - e ]
MGV-GENOME-0294462: 7,027-34,485 (+)

19
1718] 20 21 22 23

R I N — .
MGV-GENOME-0241868: 7,278-26,530 (+)
19
16 17 18 | 20 2122

MGV GENOME- 0240094 6, 893 26 ,286 (+)
16 17 18 19 20 2122

| I S
MGV GENOME-0245003: é 898- 26 197 (+)
transcriptional repressor (CDS_0017)

19
16 | 18120
— -
MGV-GENOME-0187970: 6,896-16,966 (+)

transcriptional repressor (CDS_0016)
15 17 18 19

MGV GENOME O20332O 6 893- 19 608 (+)

16 17 18 1920 21 22 23 24
oo PDai-C KA
MGV-GENOME-0264173: 7,149-28,606 (+)

1415 16 1718 19 20 2122
BN N . . . L] /I —
MGV-GENOME-0288068: 7,031-28,730 (+)

16 17 18 192021 22 23 24 25
MGV-GENOME-0291367: 7,144-29,595 (+)

1516 17 1819 20 21 2223

MG\/ GENOME 0255333 6 893- 28 703( )
transcriptional repressor (CDS_0017)
11 16 | 18 192021 22 23 24

{
i

MGV GENOME 0298020 6 897- 29 154( )

transcriptional repressor (CDS_0017)
16 ] 18 192021 22 23 24

MGV GENOME 0258580 7275 29 243( )
1516 17 1819 20 2122 23 24 25 26

I — ——
MGV GENOME-0267970: é 893- 3O 943 (+)
16 17 18 1920 21 22 23 24

MG\/ GENOME 0254594 6 896- 28 568( )
1617 18 19 21 22

MGV GENOME- 0276795 6, 897 26 ,681 (+)

transcriptional repressor (CDS_0017)
16 | 18 192021 22

23 24 25

I E——
MGV-GENOME-0255734: 6, 896 28 759( )
16 17 18 1920 21 22 2324

MGV GENOME- 0265411 7024 29 238( )

transcriptional repressor (CDS_0017)
16 | 1819 20 22 23

MGV-GENOME-0251232:7,020-27,987 (+)

20
16 17 18 19 T21 22 23 24 25 26

MG\/ GENOME- 0261106 7020 29 693( )
RM _Type_Il_Type_ll_MTases_FAM_42 (CDS_0019)
REase_l1_00153 Type (CDS_0020)

1617 18 | | 212223 24 25 26
. 1 1] I - - L . . ]
MGV-GENOME-0279067: 7,024-31,066 (+)
16 17 18 1920 2122 23 24 25 26

N I o B
MGV-GENOME-0262300: 6 896- 29 906 (+)
16 17 181920 2122 23 24 25 26

MGV GENOME- 0285980 6 896- 29 698( )

19
16 17 18 [2021 22 23 24 25

MGV GENOME- 0255633 7 146 28 744( )

RM_Type_IV_FAM_2 (CDS_0019)
2022

16 1718 | [21] 2324 25 26 27 28

T i e I— L
MGV-GENOME-0285267: 7024 30 546( )

16 17 18 19 20 21 2223 242526 27 28 29

1 ————— T ]
MGV-GENOME-0287406:7,024-34,741 (+)
16 17 18 1920 21 22

MG\/ GENOME 0351681 6 897-28 903( )

17
11819 20 21 2223
QuaccpaHhc—— KIACKAdd
MGV-GENOME-0241882: 6,893-25,987 (+)
1617 18 19 20 2122
MGV-GENOME-0241007: 6,896-26,421 (+)
16
Ta718 19 20 2122

|
MGV GENOME-0244256: é 896 26, 881( )
1617 1819 20 21 22 23

MG\/ GENOME 0253773: é 896 28 474( )

transcriptional repressor (CDS_0017)
19

18 12021 22 23 24 25

transcriptional repressor (CDS_0017)
16 | 1819 202122 23 24 25

| I
MG\/ GENOME-0259684: 6 899- 29 441 (+)

transcriptional repressor (CDS_0017)
16 | 18192021 22 23 24
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, (+)
transcriptional repressor (CDS_0018)
17 19 20 21 22 23 24

17 [ 19 20
@ pPoD—a@c KAaKadd
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1 (+)
transcriptional repressor (CDS_0017)
16 18 20 21

:
i
|
e

: 16, ,572 (+)

15 16 17 18 19
1] e ———— [ — ]
MGV-GENOME-0235924: 6,893-25,553 (+)
21 25
16 17 18 1920] 22 2324712627 28 29 30 31

| eyt e ——
MGV-GENOME-0282427:7,020-33,765 (+)
transcriptional repressor (CDS_0017)

16 18 20 21 22 2324
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transcriptional repressor (CDS_0017)
16 | 18 19 20 21 22 2324

I —
MG\/ GENOME-0300838: 7031 29 549( )
transcriptional repressor (CDS_0017)
16 | 18 19 2021 22 23 2425

| I E— e e ——
MGV-GENOME-03637 14: 7,024-30.259 (1)
21
16 17 18 1920 P2 23 24 2526

[ N B . | ] N
MGV-GENOME-0262277:7,031-29,902 (+)
21

16 17 18 19 20[22 23 24

N
w
N
o

I B B . .. . -, . .

MGV-GENOME-0271272: 6,896-29,242 (+)

transcriptional repressor (CDS_0017)
16 [ 18 1920 21

RN . . - -

MGV-GENOME-0252622: 6,901-28,226 (+)

transcriptional repressor (CDS_0017)
16 | 1819 20 2223

MGV-GENOME- 0246920 6 901 27 285( )

transcriptional repressor (CDS_0016)
15 [ 1718 19 2122

~ :6,896-27, +
transcriptional repressor (CDS_0017)
16 | 18 1920 21 2324

MGV GENOME- 0253094 6 896- 28 299(+)

transcriptional repressor (CDS_0017)
16 [ 1819202122 2425

A :7,031-28,805 (+)

transcriptional repressor (CDS_0017)
16 | 18 1920 21 22 2324

MGV-GENOME-0253798: 7,031-28,434 (+)
transcriptional repressor (CDS_0016)
15 [ 17 18 19 202122 23 24 2526

| E—
MG\/ GENOME-0302670: 7024 31 080( )
15 16 1718

N e s S S M
V-GENOME-0202016: 6,893-19,379 (+)

9 15 1617 18 19 20 21
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PDC-501_WP_076465573.1 (CDS_0025)
17 20 RelE-like toxin (CDS_0029)

16] 1819] 21 222324 26 27 2§ 303132 33

w
N

35 36

I I E—— N ——
MGV-GENOME-0297315:7,275-36,984 (+)

18
17
16| 1920 21 22 23 24 25 26 27 282930 31 32 33 34

[ ————1 ] e N I e e s N | S
SAMN11252280_al_ct49741 vs1:6,972-38,408 (+)

16
1517 18 19 20 21

I ( )
: :6,925-23, +
13 14 1718 19 20 21 22 23 24 25

MGV-GENOME-0269357:6,897-29,143 (+)
1718 19 20 21 22 23

I ——
MGV-GENOME-0261367: 6,897-28,266 (+)
1718 19 20 21 22 28 24 2526 27 28 29 30

SAMNO05414902 al_ct17222 vs1:6,897-35,650 (+)
PDC-M35B_WP_055244538.1 (CDS_0020)
PDC-M35A_WP_218031253.1 (CDS_0019)
PDC-542_WP_125217599.1 (CDS_0029)
loC_RIoC (CDS_0023)
21 24 28
22 T25 26 277

16

15] 17 18 30 31 32 33 34

IR B . e R N N
MGV-GENOME-0304946: 6,896-37,453 (+)
PDC-SOZ_WP_011937941.1 (CDS_0024)
Specificity_|_00059 Type (CDS_0023)

Specificity_I_00085 Type (CDS_0020) ‘

transcriptional repressor(CDS 0017) RM Type |_REases_FAM_0.einsi_trimmed (CDS_0026)
16 | Specificity_|_00084 Type (CDS_0022) DNA helicase (CDS_0032)

15T 18 19 21 MTase_|_b0016 Type (CDS_0025) 27 28 29 30 31 33 34 35 36 37

L)
i
i %
|

Han_2018_ERR1398218 NODE_316_length_57180_cov_75.442836:6,893-48,227 (+)

AbiEii_WP_045959881.1 AbiEii (CDS_0023)
AbiEi_WP_022933255.1 AbiEi (CDS_0022)
transcriptional repressor (CFS_OOZO)
18 ‘ 24

1719 | 21 1252627

|

|
1
o

N S ——
uvig 483518:7,211-20,748 (+)
transcriptional repressor (CDS_0018)
17
16T 19 20 21 222324

|
10—
12
i

MGV-GENOME-0209515:7,000-19,831 (+)
transcriptional repressor (CDS_0019)

1] 21 25
1618 | 2022 23 24 262728
A N I 1 e S S
uvig 490782 :6,948-25,109 (+)
17

1618 19 20 212223

R I E—
MGV-GENOME-0210778: 6,949-20,832 (+)
BrxHI_00004 BrxHI (CDS_0023)

7
161819 20 21 22

25
24 2627

|

|

i
5

SAMNOO0715272_al ct66494 vs1:6,966-24,463 (+)
19
17 | phosphodiesterase (CDS_0023)

16118 20 2122 2425

- n -
-20,228 (+)
18 20
17] 19] 21 22 23

24 2526

MGV-GENOME-0253459: 6,893-28,379 (+)

16 18
15] 17] 19 20 21 22 2324

N B . . ey | _ ]
MGV-GENOME-0254101: 6,900-28,494 (+)
transposase (CDS_0021)

17 19 22
16] 18] 20 | 23 24 25 2627
e ] N —
MGV-GENOME-0256611:6,901-28,912 (+)

18
17] 19 20 21 2223

MGV-GENOME-0235942:6,901-25,556 (+)

17 19

16] 18] 20 2122
N S S E— I—
MGV-GENOME-0233838: 7,024-25,117 (+)

18 20

177 19] 2122 23 2425
IS I . B .
MGV-GENOME-0240125: 6,901-26,291 (+)

23
1617 18 19 20 21 2224 25 26 2728

MGV-GENOME-0285018: 6,901-34,223 (+)
20
1617 18 1921 22 23 2425

I N . . N —
MGV-GENOME-0256475: 6,901-28,893 (+)
1617 18 19 20 2122

o HL -
MGV-GENOME-0240044: 6,901-26,280 (+)
18
17119 20 21 22 23 24 25 2627

MGV-GENOME-0273690: 6,901-31,592 (+)
18
17] 19 20 21 22 23 2425

I I . .
MGV-GENOME-0253848: 6,901-28,442 (+)
transcriptional repressor (CDS_0019)
18
17] 21 2223

iH

MGV-GENOME-0240356: 6,901-26,331 (+)
17
16] 18 19 20 21 22 23 2425

Il N S . B
MGV-GENOME-0260630: 6,901-29,619 (+)
17
16] 18 19 20 21 22 23 2425

| T ——] HE EEE B .

MGV-GENOME-0265285: 6,901-30,425 (+)
18

17] 19 20 2122 23 24 25 26 2728

RN N . N |
MGV-GENOME-0273681: 6,901-31,591 (+)
17
16] 18 19 2021 22 23 24 2526

L L ] l__ B |
MGV-GENOME-0265657: 6,901-30,505 (+)
transcriptional repressor (CDS_0018)
17 23
16] | 19 20 21 22 24 25 2627

IR A . . -
MGV-GENOME-0316798: 6,901-31,986 (+)
16
15]17 18 19 2021

N N S
MGV-GENOME-0240294: 6,900-26,323 (+)
PDC-M13C_WP_197739449.1 (CDS_0024)
PDC-M13A WP_033143007.1 (CDS_0026)
PDC-M13B_WP_002691346.1 (CDS_0025)

17 tRNA-Ser(GCT)
16] 18 19 20 | 21 22]| 27 28 29 3031

IR A . . N W

MGV-GENOME-0279758:7,029-33,240 (+)

acetyltransferase (CDS_0021)

transcriptional repressor (CDS_0018) GajB_00033 UrvD (CDS_0023)
17 GajA_00019 AAA (CDS_0022) 26

16] 19 20| | 24 25[ 27 28 2930

I e e - [ —— "' —=~§@& ———— — — —
MGV-GENOME-0328646:7,018-37,160 (+)

18 23
1771920 21 232425 26 27 28 2930

MGV GENOME 0234101 7430 25 079( )
transcriptional repressor (CDS_0020)
1TS 22
1719 | 21 T23 24 25 26 27 2829

uvwg_86734 7.430-25 022( )
transcriptional repressor (CDS_0019)
17 20 22
1618 | [21 ]2324 25 262728
O DD H@CaEaaaaad
-
uvig_- 487198 6 949-23, 88
transcriptional repressor (CDS_0019)
1] DNA methyltransferase (CDS_0025)
1618 | 2021 22 23 24[26 27 282930

I A A
uvig 296641 6, 998 28, 144( )

DNA methyltransferase (CDS_0024)
18 23
17 1920 21 22T 25 272829

. .8 ]
MGV GENOME 0237413 7211 25 743( )
DNA methyltransferase (CDS_0024)

26 272829

MGV-GENOME-0314430:
DNA methyltransferase (CDS_0024)
17 23
161819 20 21 22] 25 26 272829

Y S N
MGV-GENOME-024544 1. 696626963 (+)
19 24
182021 22 23125 26 27 28 29

uvig_. 310504 7,216-26, 108( )
17 25
16] 18192021 22 23 242627 282930

E— | e ———— —
MGV GENOME 0225078 6, 991 23 361( )
17 1921

16] 1820 2223

(R (S S N —
MGV-GENOME-0209073: 7,0 2 18,041 (+)
transcriptional repressor (CDS_0017)

18 19 2021

MGV GENOME 0199591 6 896~ 18 ,948 (+)

151617

MGV-GENOME-0181146:7,024-15,886 (+)
23
18 22
177 19 2021[[24

uvig 373370:6,932-17,551 (+)
17
1618 19 20

MGV-GENOME-0204598:6,966-17,117 (+)
transcriptional repressor (CDS_0019)
25

18 24
17] | 20 21 2223|126
R B S . I O N —
MGV-GENOME-0201825: 6,932-19,262 (+)

transcriptional repressor (CDS_0018)

17
16]

1920 21 22

—
MGV-GENOME-0217278: 6 853-18,279 (+)

20
17 [z
16 1819 | [2223 24

[ |
]
=
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-
]

MGV-GENOME-0277890: 6,853-18,346 (+)

transcriptional repressor (CDS_0019)
17
16T18 20 21 22 23 24 25 26

i
4‘

MGV GENOME-0247675: 6853-22.729 (+)
17
1618 19 20

21 22 23 24

MGV-GENOME-0250256: 6,853-21,703 (+)
transcriptional repressor (CDS_0019)
17 T PDC-509_WP_046661845.1 (CDS_0025)
16 18 2021 22 2324[26 27 28 29 30 3132

SAMEA2737779_al ct81894 vs1:6,853-27,563 (+)
PDC-509_WP_046661845.1 (CDS_0025)
transcriptlonal repressor (CDS_0019) ]'

24
1021 22 23] |26 27 28 29 303132

l)_l [ ——— I . — — — ]

R S S -

uvig 126645:6,853-27,308 (+
17 22

16] 18 1920 21] 23 24

5 26 27 28

I | - L
uvig 593593:6,965-24,395 (+)
MTase_l1_00020 Type (CDS_0024)
20 MTase_l1_00018 Type (CDS_0023)
16 171819] 21 22 | 2526 27 28 29 3031

l
|
|
|
#

MGV-GENOME-0296681:7,148-36,832 (+)
PDC-S34_WP_209195270.1 (CDS_0019)
" UvsX-like recombinase (CDS_0022)
Adherence;‘porin (VFO713)(ﬁS_0020)
16 AhpC (VFO306) (CDS_0023) Reverse transcriptase (CDS_0031)
15] 17 18 | 21| T 24 25 26 27282930 | 32 3334

N . - . — L [ 1 R W B N | ___“&§ ____________________________________________ _ _ _____ ]}
SRS016541 al ct2978 vs1:6,896-38,419 (+)
transcriptional repressor (CDS_0017)
16 19 29 31
15] | 18] 20 21 22 23 24 25 26 27 28 T30] 32 33343536 37 38 39 40

|
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19—
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N I N N B N N N N A N O S —
MGV-GENOME-0325389:7,146-46,006 (+)
transcriptional repressor (CDS_0017)
16 19
15] | 18] 20 21

22 28 24 25 2627

|
|
|
5
|
|
Il
|
|
I
|
|

Han_2018 ERR1398226 NODE_106_length_35479_cov_580.772696:6,894-26,535 (+)
transcriptional repressor (CDS_0018)
17
16] | 19 24

N R R N NN W SE——
MGV-GENOME-0181474: 6,897-15,659 (+)
17 19 25 DdmDE_DdmD (CDS_0028) 3133
16] 18] 20 21 22 23 24 2627 29 30 [323435 3637 38 39 4041

6] 18] 20 21 24 2627 5734 35 36 37
“EaCHDH—@E—@—H- T O THeD-d@-ce T GAEKAdd

MGV-GENOME-0332652:7,032-45,249 (+)
19 endolysin (CDS_0029)
18] 20 21 22 232425 26 27 28 3031 32 33 34 353637

Ma_2019 SRR341591 | NODE 205 _length_43401 cov_2.623218:7,243-34, 344( )
PDC-S05_WP_026981758.1 (CDS_0022)
PDC-S05_WP_091962608.1 (CDS_0021)
transcriptional repressor (CDS_0018)
17 24 letA_00002 (CDS_0031)
16T 20 23 T2S 26 27 28 29 30 323334 35 36

&1
i
I
L[]
‘4
[
I

IMGVR_UViG_3300045988_160037|3300045988|Ga0495776_147563:6,901-31,615 (+)
17
910 16] 18 19 20 21 2223

2

MGV GENOME 0248473: 6, 863 20, 930( )

17
16] 18 19 20 2122

I —— .
MGV-GENOME-0204647: 7,157-19.754 ()
17
16] 18 1920 21 22 23 2425

MGV-GENOME-0223747:7,157-21,822 (+)
17

16T 18 19 20 21 22 2324

MGV GENOME 0261711: é 863 21 419( )
17
16T 18 19 20 21 22 2324

O —— ——
-GENOME 0217906 6 863- 20610( )

17
16T 18 19 20 21 2223
U@
MGV-GENOME-0253736:7,157-20,608 (+)

15
14] 16 17 18 19 20 2122

uvig_368364: 7,108-21,358 (+)
RosmerTA_RmrA_2634932349 (CDS_0022)
Cas6b_WP_066632526.1 (CDS_0024)
17 21 T
16] 18 1920] | 23| 25 26 27 2829

<
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4 ENOME 0229556: 7 157 24 182 (+)
transcriptional repressor (CDS_0019)
17
1618| 20 2122 23 24 2526

i
L
8o
i

MGV-GENOME-0214644:7,157-21,544 (+)
transcriptional repressor (CDS_0019)

20 2122 23 24 2526

i

MGV GENOME 0220815: 7 157 21 544( )

15

DNA transposition protein (CDS_0012)
14] 16 17 18 19 2021

6 7

il

I R S . . I I [ E—
MGV-GENOME-0213826: 5,499-20,339 (+)
17
16] 18

(N N N SR S— N S
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