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IMGVR_UViG_651053070_000005|651053070]651053034|2460335-2477988:3-6,853 (-)
SE (VF0020) (CDS_0003) 2
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IMGVR_UViG_2531839337_000004|2531839337|2531888855|307416-323141: 10,787-15,726 (+,
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IMGVR_UViG_2574179942_000004|2574179942|2574197283:9,983-14,028 (+)
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IMGVR_UViG_2563367012_000003|2563367012|2563402007(39289-55294: 10,792-16,006 (+)
AbiD__AbiD (CDS_0022) 23
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IMGVR_UViG_2590828513_000007|2590828513]2590855981(39292-54378:10,792-15,087 (+)
AbiD__AbiD (CDS_0022) 23 24

IMGVR_UVIG_2526164605_000002|2526164605]2526180408|736584-752942: 10,791-16,359 (+)
AbiD__AbiD (CDS_0004) 3 2
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IMGVR_UViG_2531839091_000014|2531839091]2531857234(38905-53077: 1-5,568 (-)
AbiD_ AbiD (CDS_0022) 23
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IMGVR_UViG_2603880140_000001|2603880140]2603902328|316908-334790: 10,796-17,883 (+)
AbiD__AbiD (CDS_0001)

IMGVR_UViG_2826451991_000002|2826451991]2826451991(702639-717130:1-3,879 (-)
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IMGVR_UViG_2541047485_000004|2541047485|2541138390|3-14447:1-3,643 (-)
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IMGVR_UViG_2537561706_000012|2537561706|2537583634:10,045-16,637 (+)
AbiD__AbiD (CDS_0021) 22 23 24 integrase (CDS_0002) 3 4 Retron_VI_HTH (CDS_0005)

TemPhD_cluster_65727:9,811-15,195 (+); 1-3,775 (+)
Abi2__Abi_2 Abi-like protein (CDS_OOOZ)
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TemPhD_cluster_44899:9,983-15,376 (+); 1-3,775 (+)

AbiD_AbiD (CDS_0021) 22 23
TemPhD_cluster_65554:9,992-16,015 (+); 1-3,775 (+)
20 21 22 23 24 25 DNA binding protein (CDS_0005)

TemPhD_cluster_38560:9,815-16,235 (+); 1-4,048 (+)
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TemPhD_cluster_65900: 1-4,609 (-); 10,376-14,406 (-)
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IMGVR_UViG_2687453279_000002|2687453279|2687453776|970767-985061: 10,621-14,295 (+)
AbiD_AbiD (CDS_0021) 22 23 24 AbiD_AbiD (CDS_0025) 2627 28

IMGVR_UViG_2603879903_000008|2603879903]2603893898|291859-310603: 10,484-18,745 (+)
AbiD_AbiD (CDS_0022) 23 24 25
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IMGVR_UViG_2563367031_000002|2563367031|2563402405|46395-61937: 10,615-15,543 (+)

cation efflux protein (CDS_0003)
AbiD__AbiD (CDS_0004) AbiD (CDS_0002) 1

IMGVR_UViG_2826406331_000002|2826406331|2826406332[89830-106310: 1-7,505 (-)
4000 nt {
DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder)

defence (PADLOC) virulence (VFDB)




