endolysin (CDS_0033)
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MGV-GENOME-0223457: 28,622-32,136 (+)
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MGV-GENOME-0219614: 2-3,453 (-)
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MGV-GENOME-0214833:27,499-30,629 (+)
Bacteriophage abortive infection AbiH__AbiH (CDS_0035)
DS-39__DS-39 (CDS_0034) 36

MGV-GENOME-0223765:25,294-31,619 (+)
tRNA-Val(GAC) 28 29 30 31

32 33

MGV-GENOME-0211954: 24,031-30,088 (+)
282930 31 3233 34 35 36

MGV-GENOME-0217714:24,351-31,149 (+)
28 29 30 31 32 33 34

MGV-GENOME-0220321:24,351-31,608 (+)
28 29 33

MGV-GENOME-0243465: 25,710-30, 968( )

endolysin (CDS_0030) 32
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uvig 497035:25,287-31,165 (+)
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MGV-GENOME-4413830: 27,494-37 415 (+)
8 7 6 3 4 3 2 1

MGV-GENOME-0255022: 140-10,061 (-)
6

MGV-GENOME-0233335:312-8,765 (-)

PDC-S05_WP_065233724.1 (CDS_0041) radical SAM domain-containing protein (CDS_0047)
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MGV-GENOME-0304917:28,402-48,133 (+)
integrase (CDS_0038)
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MGV GENOME 0259213:28,482-37,998 (+)
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MGV GENOME 0251689:27,015- 37020( )
7000 nt i
head and packaging integration and excision lysis other unknown function defence (DefenseFinder) defence (PADLOC) tRNA
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