RM_Type_ll_Type_ll_MTases_FAM_36 (CDS_0052)

HNH endonuclease (CDS_0049) endolysin (CDS_0054) HNH endonuclease (CDS_0058)
50 51 53 Rz-like spanin (CDS_0055) 56 57 59
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IMGVR_UViG_2606217174_000008|2606217174|2606222745[164030-204691: 33,705-40,660 (+)
phosphoadenosine phosphosulfate reductase
‘transcriptional repressor (CDS_0044)
45 transcriptional regulator (CDS_0046) 49 Rz-like spanin (CDS_0053)

N
TemPhD_cluster_42873:31,355-38,721 (+)
Rz-like spanin (CDS_0057)

54 58 59
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IMGVR_UViG_2645727555_000028|2645727555|2645734983|195715-235381: 33,317-39,665 (+)
Rz-like spanin (CDS_0055) 56

ivig_4415:33,904-39,946 (+)
Rha-like transcriptional regulator (CDS_0062)

57 Rz-like spanin (CDS_0061) 63
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IMGVR_UViG_2563366806 OOOOOS|2563366806\2563391258|52860 96079:36,302-43,218 (+)
Rz-like spanin (CDS_0051) 52 Rha-like transcriptional regulator (CDS_0053)

T I S —— — P E—
uvig_419621:27,943-34,950 (+)

Rz-like spanin (CDS_0061) 62 63 64
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IMGVR_UViG_2703718839_000008|2703718839|2703743139|47667-90279: 35,648-42,600 (+)
56 57 58

IMGVR_UViG_2563366923 000006|2563366923]2563396880|25267-65219: 32,913-39,951 (+)
Rz-like spanin (CDS_0050) 51 52

I —— T ——
uvig_80723:27,748-34,823 (+)

membrane protein (CDS_0002)
Rz-like spanin (CDS_0055) terminase large subunit (CDS_0001) T portal protein (CDS_0003)

TemPhD_cluster_32984:33,671-39,511 (+); 1-3,190 (+)
3000 nt i
DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder)
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