Retron_VI_HTH (CDS_0042)

capH (CDS_0041)|
37PDC-513_WP_097300085.1 (CDS_0038) 39 40 43 44 45 46 47 48 49 50

;[ | B ' — [ — ]
uvig_328858:28,637-35,243 (+)

Retron_VI_HTH (CDS_0038)
capH (CDS 0037) 39 40 41

e
uvig 477949:28,320-31,697 (+)
Retron_VI_HTH (CDS_0047)
capH (CDS_0046)] 48 49 50 51 52

uvig 32311:36,148-42,193 (+)
PDC-547_WP_148603747.1 (CDS_0036)
Retron_VI__HTH (CDS_0039)
capH (CDS 0038) 40 41 42 43 44

uvig 118727:28,906-35,669 (+)
retron_type_VI_hth_cluster2_1 (CDS_0037)
capH (CDS_0036)) 38 39 40

IMGVR_UVIG, 3300029341, 000399 330002934 1| GaO2 437 36_1000057| 72904 123462: 27,448-32.983 (+)
retron_type_VI_hth_cluster2_1 (CDS_0031)
Retron_VI_HTH (CDS_0030)
24 25 26 | 32 33 3435 36

uvig 57249:18,690-27,265 (+)
retron_type_VI_hth_cluster2_1 (CDS_0015)
retron_type_VI_hth_cluster2_1 (CDS_0012)
capH(CDS 0011)] 13 14 | 16 17

I L & ;N _____§ _______§__ |}
SAMNO0792059_b1 _ct5_vs3:7,308-13,230 (+)
retron_type_VI_hth_cluster2_1 (CDS_0034)
retron_type_VI_hth_cluster2_1 (CDS_0031)
26 capH(CDS 0030)] 32 33 | 35 36
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uvig 462431:18,692-27,651 (+)
retron_type_VI_hth_cluster2_1 (CDS_0035)
retron_type_VI_hth_cluster2_1 (CDS_0032)
26 27 capH (CDS 0031)] 33 34 | 36 37

g

——— — ——
uvig_258589:18,740-29,171 (+)

retron_type_VI_hth_cluster2_1 (CDS_0033)
Retron_VI_HTH (CDS_0030)
capH (CDS_0029) 31 32 34 35

uvig 287466:18,692-27,162 (+)
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integration and excision other tail unknown function defence (DefenseFinder) defence (PADLOC)
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