peptidase HslV family (CDS_0069) baseplate protein (CDS_0073)
61 62 63 64 65 66 67 68 70 71 72 74

|MG\/R_U\/iG_2568526456_OOEO4|2568526456\ 2568572849(60584-132826:57,143-68,947 (+)
56 61

-
IMGVR_UVIG_2579778743_000003|2579778743|2579808949(2-66512: 52,56 7-62,613 (+)
72 73 77 78

— — [ ]
IMGVR_UViG_3300011631_000004|3300011631|Ga0120800_100024|64582-142363: 61,056-73,884 (+)
DnaC-like helicase loader 70 71

!

I [ L ..
IMGVR_UViG_3300011707_000014|3300011707|Ga0120931_100024(63711-138407:57,972-71,401 (+)

g

I L}
IMGVR_UViG_2657245486_000004|2657245486]2657305692|166814-241089: 57,991-70,980 (+)
71

~N
N
~N
w

E

-
IMGVR_UViG_2565957055_000005|2565957055|2566034199|33796-110484: 58,934-72,791 (+)
72 74 75 76 PD-T4-5_PD-T4-5(CDS_0077)

— -_— |
IMGVR_UViG_3300014518 _000014|3300014518|Ga0120821_100009|178434-254545:59,246-72,816 (+)
53 55 56 57 PD-T4-5_PD-T4-5 (CDS_0058)

SAMNO0990319_al_ct12675_vs1:30,872-44,454 (+)
73 75 76 77 PD-T4-5_PD-T4-5(CDS_0078)

— — — —
IMGVR_UViG_2687453566_000006|2687453566|2687454350|2840808-2919313: 61,607-75,210 (+)

56 57 58 59 60 61 PD-T4-5_PD-T4-5(CDS_0062)

| — —
IMGVR_UViG_2547132302_000007|2547132302|2547220682|55530-127694:56,707-68,869 (+)
45 47 48

IN
©

%

IMGVR_UViG_255 13063247000_008|2551306324\ 2551378849(561-62668:45,609-56,784 (+)
76

I — e W —
IMGVR_UViG_2565956931_000003|2565956931|2566017034|26174-104914: 62,286-73,417 (+)
54

I —— e R
IMGVR_UViG_2609460168_000003|2609460168|2609539321:51,779-62,935 (+)
44

IN
) |

I S S D E—
IMGVR_UViG_2551306285_000014|2551306285|2551372245|821-63407:46,448-57,263 (+)

g

C ]
IMGVR_UViG_2671180619_000001|2671180619|2671253187|64446-142533:59,168-72,764 (+)

63 transposase (CDS_0064) 68
I I I - I O S I S I —
IMGVR_UViG_3300011894_000044|3300011894|Ga0122084_100030|8063-84976:55,357-71,590 (+)
67

— — I —
IMGVR_UViG_2648501161_000005|2648501161|2648506399|2-75689: 56,812-70,364 (+)

anti-repressor Ant (CDS_0056)
54 55 57  peptidase HslV family (CDS_0058)

I I Y N O I I
IMGVR_UViG_3300011548_000031|3300011548|Ga0120970_100021|1912-66818:47,006-61,611 (+)
6000 nt i
DNA, RNA and nucleotide metabolism integration and excision other tail transcription regulation unknown function defence (DefenseFinder)
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