
uvig_558335: 20,717-37,311 (+)

18 19 20 tail protein (CDS_0021) 22 23 24 25 26 27 28 29 30
endonuclease (CDS_0031)

virion structural protein (CDS_0032)

33 34

uvig_552886: 226-6,918 (+)

4 5 6 7

IMGVR_UViG_3300045988_032510|3300045988|Ga0495776_092452: 14,197-35,513 (+)

15 16 20 23 24 25 26 27

MGV-GENOME-0367152: 14,197-35,513 (+)

23 24 25 26 27

IMGVR_UViG_3300045988_055615|3300045988|Ga0495776_011946: 19,525-34,272 (+)

19 20 2324 25 26

MGV-GENOME-0364035: 18,384-31,759 (+)

23

NC_055875.1: 18,405-33,821 (+)

23 24 25 26

MGV-GENOME-0367197: 18,441-35,428 (+)

23 24 25 26 31

IMGVR_UViG_3300029240_000005|3300029240|Ga0168677_100174: 18,331-34,302 (+)

23 24 25 26

IMGVR_UViG_3300045988_045581|3300045988|Ga0495776_092469: 18,441-35,428 (+)

23 24 25 26 HEase_00022 homing (CDS_0031)

uvig_554090: 18,333-33,531 (+)

23 24 25

IMGVR_UViG_3300045988_045459|3300045988|Ga0495776_012535: 18,331-33,978 (+)

23 24 25 26

IMGVR_UViG_3300045988_055619|3300045988|Ga0495776_005224: 19,237-36,140 (+)

23 24 25 26 29

MGV-GENOME-0365986: 18,331-34,357 (+)

23 24 25 26 27

uvig_56514: 18,829-32,751 (+)

25 26

MGV-GENOME-0366153: 19,888-34,891 (+)

24 25 homing endonuclease (CDS_0029)

uvig_244262: 24,708-36,207 (+)

25 26 27 28

uvig_138870: 24,218-35,063 (+)

25 26 27 28

IMGVR_UViG_3300045988_048572|3300045988|Ga0495776_037702: 22,413-31,587 (+)

22 23

MGV-GENOME-0366080: 19,507-35,595 (+)

25 26 27 28 homing endonuclease with GIY-YIG motif (CDS_0030)

MGV-GENOME-0363716: 18,465-34,970 (+)

23 24 25

MGV-GENOME-0349388: 18,946-38,630 (+)

24 25 26 32 33

IMGVR_UViG_3300006525_000007|3300006525|Ga0101027_100089: 18,615-34,615 (+)

25

IMGVR_UViG_3300045988_041014|3300045988|Ga0495776_112024: 25,071-35,963 (+)

25 26 27

MGV-GENOME-0366397: 19,439-33,559 (+)

17 23 24 25

IMGVR_UViG_3300045988_047049|3300045988|Ga0495776_017645: 18,829-32,806 (+)

21 22 26 27

MGV-GENOME-4433615: 18,829-32,806 (+)

drt-UG3 DRT (CDS_0019) 26 27

uvig_85583: 26,001-39,498 (+)

Reverse transcriptase 24 29 30 31 32 33

MGV-GENOME-0368472: 26,001-39,498 (+)

tail fiber protein (CDS_0025) 29 30 31 32 33

MGV-GENOME-0349198: 5,066-16,330 (+)

7 8 9 10 11
homing endonuclease with GIY-YIG motif (CDS_0013)

virion structural protein (CDS_0018)

IMGVR_UViG_3300045988_057043|3300045988|Ga0495776_114739: 20,734-29,549 (+)

23 24

MGV-GENOME-0344680: 1,314-6,199 (+)

5 6

MGV-GENOME-0366300: 19,457-34,466 (+)

17 23 24 25

MGV-GENOME-0365619: 19,457-33,576 (+)

23

IMGVR_UViG_3300045988_050975|3300045988|Ga0495776_012512: 19,457-33,576 (+)

23

uvig_552925: 18,924-34,782 (+)

24 25 26 homing endonuclease (CDS_0031)

IMGVR_UViG_3300045988_048556|3300045988|Ga0495776_143268: 24,029-34,149 (+)

25 26 31

MGV-GENOME-0365226: 18,896-34,481 (+)

24 25

IMGVR_UViG_3300045988_059919|3300045988|Ga0495776_037641: 18,896-34,481 (+)

24 25

MGV-GENOME-0362045: 16,180-36,263 (+)

17 24 25

IMGVR_UViG_3300045988_060498|3300045988|Ga0495776_056960: 20,526-35,283 (+)

27 HEase_00006 homing (CDS_0032)

IMGVR_UViG_3300045988_073181|3300045988|Ga0495776_012325: 23,586-33,439 (+)

24

IMGVR_UViG_3300045988_040975|3300045988|Ga0495776_143269: 19,050-31,495 (+)

18 21 25 26

MGV-GENOME-0364845: 19,115-31,415 (+)

24 25

uvig_71190: 19,050-31,405 (+)

24
25

26

IMGVR_UViG_3300045988_055104|3300045988|Ga0495776_017657: 23,456-31,405 (+)

25 26

uvig_16860: 18,748-34,573 (+)

25 26

MGV-GENOME-0366456: 19,453-34,452 (+)

23 24

IMGVR_UViG_3300045988_056966|3300045988|Ga0495776_000531: 17,849-32,032 (+)

24 25

IMGVR_UViG_3300045988_061608|3300045988|Ga0495776_017603: 18,859-33,961 (+)

24 25

IMGVR_UViG_3300045988_037825|3300045988|Ga0495776_027270: 17,906-31,942 (+)

23 24

IMGVR_UViG_3300045988_045119|3300045988|Ga0495776_012446: 18,986-32,686 (+)

19 25

uvig_46981: 23,855-33,806 (+)

24 25

IMGVR_UViG_3300045988_063998|3300045988|Ga0495776_012430: 23,855-33,806 (+)

24 25

IMGVR_UViG_3300045988_053969|3300045988|Ga0495776_092532: 24,014-34,687 (+)

25 26

MGV-GENOME-0358894: 19,014-36,339 (+)

24 25 26 27

IMGVR_UViG_3300045988_045608|3300045988|Ga0495776_056819: 24,669-40,955 (+)

27 33

MGV-GENOME-0348570: 51,869-68,155 (-)

57

IMGVR_UViG_3300045988_072051|3300045988|Ga0495776_011532: 18,472-34,738 (+)

24 25 26

uvig_223261: 18,330-33,810 (+)

23 24

IMGVR_UViG_3300045988_045470|3300045988|Ga0495776_056936: 18,932-34,206 (+)

24 25

MGV-GENOME-0366424: 18,951-34,594 (+)

20 25 26

uvig_124483: 18,932-37,081 (+)

25 26 27 28 29

uvig_10965: 19,273-36,032 (+)

24 25 26 27

IMGVR_UViG_3300045988_084737|3300045988|Ga0495776_011505: 19,457-35,201 (+)

23 24 25

IMGVR_UViG_3300045988_052371|3300045988|Ga0495776_056742: 18,973-35,233 (+)

24 25 26

MGV-GENOME-0365848: 24,421-35,409 (+)

25 26 27

MGV-GENOME-4431723: 1-15,541 (+)

terminase large subunit (CDS_0001)
2 9 10 11

MGV-GENOME-0351154: 18,268-35,072 (+)

23 24 25 26

MGV-GENOME-0366248: 19,018-33,614 (+)

24 25

IMGVR_UViG_3300045988_059144|3300045988|Ga0495776_012526: 19,240-34,055 (+)

23 24

uvig_248164: 18,857-34,391 (+)

24 25 26

uvig_205090: 18,370-34,673 (+)

23 24 25

MGV-GENOME-0357107: 12,431-27,876 (+)

21 22 23

MGV-GENOME-0367177: 18,965-35,851 (+)

24 25 26 27

uvig_429064: 18,411-35,861 (+)

23 24 25 26

IMGVR_UViG_3300045988_045549|3300045988|Ga0495776_164945: 18,935-35,052 (+)

24 25 26

IMGVR_UViG_3300030248_000036|3300030248|Ga0238493_10002: 18,919-36,904 (+)

24 25 26 27 30 31

IMGVR_UViG_3300045988_065223|3300045988|Ga0495776_075664: 18,900-39,545 (+)

24 25 26 27 29

MGV-GENOME-0367426: 18,891-36,249 (+)

24 25 26 27

IMGVR_UViG_3300045988_043620|3300045988|Ga0495776_111992: 19,272-36,795 (+)

25 26 27 28

uvig_288549: 19,888-37,870 (+)

24 25 26 27 homing endonuclease (CDS_0033)

MGV-GENOME-0367545: 19,200-35,899 (+)

24 25 26 27

uvig_241311: 19,200-35,899 (+)

24 25 26 27

IMGVR_UViG_3300045988_053609|3300045988|Ga0495776_112129: 24,219-37,666 (+)

20 21 26 27 28 29

MGV-GENOME-0367155: 16,094-36,846 (+)

14 21 22 23 24

IMGVR_UViG_3300045988_066378|3300045988|Ga0495776_011867: 19,046-33,851 (+)

tail fiber protein (CDS_0020) 2425 29

uvig_180203: 14,292-33,851 (+)

2324

uvig_175684: 18,010-34,216 (+)

23 24

uvig_75607: 19,759-33,519 (+)

23 24

IMGVR_UViG_3300045988_058516|3300045988|Ga0495776_075624: 19,759-34,850 (+)

24 25

MGV-GENOME-0366435: 19,759-38,869 (+)

24 25 28

MGV-GENOME-0366796: 20,613-40,431 (+)

29

MGV-GENOME-0367484: 28,094-39,631 (+)

25 26 homing endonuclease with GIY-YIG motif (CDS_0029)

MGV-GENOME-0342118: 28,093-42,415 (+)

homing endonuclease with GIY-YIG motif (CDS_0028) virion structural protein (CDS_0034)

MGV-GENOME-0367810: 28,805-43,245 (+)

31

uvig_129994: 28,076-42,770 (+)

30 31

IMGVR_UViG_3300045988_063129|3300045988|Ga0495776_096009: 29,370-42,059 (+)

28

MGV-GENOME-0357931: 28,979-44,967 (+)

30 31 37

uvig_178135: 21,161-33,972 (+)

23 24 25

MGV-GENOME-0362050: 13,358-29,053 (+)

13 16 17 21 22 23 24

uvig_100944: 22,325-36,516 (+)

21 22 endonuclease (CDS_0025)

8000 nt

DNA, RNA and nucleotide metabolism head and packaging tail unknown function defence (PADLOC)


