
IMGVR_UViG_3300045988_056966|3300045988|Ga0495776_000531: 96,065-97,284 (+); 1-10,716 (+)

1 2 3 4 5 6 7 8 9 1096 97 98

MGV-GENOME-0360875: 1-10,496 (+)

3 4

uvig_116491: 2,083-11,162 (+)

3 4 endonuclease (CDS_0005)

uvig_165080: 99,278-100,294 (+); 1-9,993 (+)

3
dUTPase
95 97

MGV-GENOME-4433615: 94,782-96,615 (+); 1-10,440 (+)

HNH endonuclease (CDS_0003)
4 595 97

MGV-GENOME-0367234: 99,609-101,069 (+); 1-11,817 (+)

3 5100

uvig_11831: 99,171-100,141 (+); 1-11,816 (+)

endonuclease (CDS_0005)

uvig_22070: 99,558-100,752 (+); 1-12,042 (+)

endonuclease (CDS_0005)102

MGV-GENOME-0315747: 1-11,818 (+)

endonuclease (CDS_0005)

MGV-GENOME-0342017: 2,083-12,518 (+)

endonuclease (CDS_0005) major head protein (CDS_0007) 11

uvig_306006: 3,115-14,168 (+)

3 7 12 13

MGV-GENOME-0358894: 1-13,701 (+)

7

OTU_602: 2,083-13,396 (+)

7 12

IMGVR_UViG_3300045988_048501|3300045988|Ga0495776_092438: 1-10,120 (+)

3 4 5

uvig_21509: 784-9,058 (+)

3 4 5

MGV-GENOME-0364684: 1-5,467 (+)

1 2 3

MGV-GENOME-0357107: 1-4,666 (+)

1

IMGVR_UViG_3300045988_043620|3300045988|Ga0495776_111992: 1-11,641 (+)

3 4 endonuclease (CDS_0006)

MGV-GENOME-0342661: 1-11,099 (+)

homing endonuclease (CDS_0003)
4

uvig_335727: 2,083-11,099 (+)

homing endonuclease (CDS_0003)
4

IMGVR_UViG_3300045988_045549|3300045988|Ga0495776_164945: 1-11,175 (+)

3 4

Norman_157_NODE_1_length_102293_cov_21.407912: 3,151-12,405 (+)

HEase_00030 homing (CDS_0003)
4

MGV-GENOME-0326781: 1-10,898 (+)

terminase large subunit (CDS_0001)

IMGVR_UViG_3300045988_058516|3300045988|Ga0495776_075624: 1-11,410 (+)

1

IMGVR_UViG_3300045988_037825|3300045988|Ga0495776_027270: 1-10,146 (+)

3

uvig_279004: 1-10,578 (+)

3 4

IMGVR_UViG_3300045988_053969|3300045988|Ga0495776_092532: 1-11,155 (+)

3 4

MGV-GENOME-4434381: 1-10,171 (+)

3 4

uvig_518948: 3,115-11,174 (+)

3

MGV-GENOME-0362045: 4,219-12,305 (+)

3 4

MGV-GENOME-0368472: 1-11,309 (+)

3 4

IMGVR_UViG_3300045988_060498|3300045988|Ga0495776_056960: 1-12,273 (+)

3 4 5 9

MGV-GENOME-0351872: 1-11,131 (+)

3

MGV-GENOME-0326478: 1-10,522 (+)

3

MGV-GENOME-0367413: 1-11,194 (+)

3

uvig_129994: 1-10,572 (+)

3 4

MGV-GENOME-0366300: 3,115-11,603 (+)

3

MGV-GENOME-0366796: 1-12,282 (+)

3 4

IMGVR_UViG_3300006525_000007|3300006525|Ga0101027_100089: 1-10,869 (+)

3 4 5

uvig_175684: 1-10,149 (+)

3

MGV-GENOME-0366950: 1-11,337 (+)

HEase_00030 homing (CDS_0003)
4 5

IMGVR_UViG_3300007210_000003|3300007210|Ga0103359_100138: 99,272-100,492 (+); 1-11,337 (+)

HEase_00030 homing (CDS_0003)
4 5

IMGVR_UViG_3300045988_045119|3300045988|Ga0495776_012446: 96,809-98,615 (+); 1-10,656 (+)

3 4

uvig_546135: 98,846-100,670 (+); 1-11,603 (+)

DarB-like antirestriction (CDS_0001) 3

IMGVR_UViG_3300045988_050975|3300045988|Ga0495776_012512: 96,895-98,818 (+); 1-11,603 (+)

3

MGV-GENOME-0366018: 96,182-99,334 (+); 1-10,447 (+)

1 3 4100

uvig_198433: 99,259-100,570 (+); 1-10,628 (+)

3 4

IMGVR_UViG_3300029742_000001|3300029742|Ga0245239_100323: 99,365-100,676 (+); 1-10,650 (+)

3

MGV-GENOME-0367810: 100,806-102,117 (+); 1-11,197 (+)

3 4 5

IMGVR_UViG_3300045988_072051|3300045988|Ga0495776_011532: 98,873-100,093 (+); 1-10,664 (+)

3 4

IMGVR_UViG_3300045988_055104|3300045988|Ga0495776_017657: 96,630-97,941 (+); 1-10,491 (+)

3

IMGVR_UViG_3300045988_048566|3300045988|Ga0495776_012141: 98,466-99,781 (+); 1-10,573 (+)

3 4

MGV-GENOME-0367426: 100,112-101,332 (+); 1-11,131 (+)

3

uvig_248164: 99,288-101,092 (+); 1-11,099 (+)

3 4

IMGVR_UViG_3300045988_045460|3300045988|Ga0495776_005185: 99,692-101,007 (+); 1-11,099 (+)

3 4

MGV-GENOME-0366080: 98,111-99,425 (+); 1-11,641 (+)

3 4

uvig_336374: 100,323-101,639 (+); 1-11,154 (+)

3
homing endonuclease (CDS_0004)

5

uvig_552925: 98,778-100,092 (+); 1-11,163 (+)

3 4

MGV-GENOME-0366350: 98,466-99,781 (+); 1-11,273 (+)

3 4 7

MGV-GENOME-0366233: 1-11,006 (+)

3 4 5

uvig_541525: 1-12,037 (+)

4

uvig_255697: 1-11,397 (+)

4 5

MGV-GENOME-0366671: 1-9,993 (+)

3

IMGVR_UViG_3300045988_038745|3300045988|Ga0495776_075726: 1-11,039 (+)

HEase_00030 homing (CDS_0003) 5

uvig_39974: 3,150-13,142 (+)

4 5

IMGVR_UViG_3300045988_065232|3300045988|Ga0495776_011733: 99,866-100,721 (+); 1-11,745 (+)

HEase_00030 homing (CDS_0003) 5

IMGVR_UViG_3300045988_088759|3300045988|Ga0495776_011609: 99,499-100,354 (+); 1-11,399 (+)

4 5

MGV-GENOME-0365184: 96,884-98,323 (+); 1-11,728 (+)

4 5 6101

uvig_172856: 100,460-101,899 (+); 1-12,828 (+)

5HEase_00016 homing (CDS_0100)

MGV-GENOME-0367504: 100,615-101,470 (+); 1-12,912 (+)

5

IMGVR_UViG_3300045988_055620|3300045988|Ga0495776_005313: 100,274-101,470 (+); 1-12,912 (+)

HEase_00030 homing (CDS_0003) 595

Shkoporov_2019_SRR9161579_NODE_5_length_101265_cov_19.151141: 100,069-101,265 (+); 1-10,737 (+)

HEase_00030 homing (CDS_0003) 5

MGV-GENOME-0364245: 95,854-97,299 (+); 1-11,348 (+)

498

uvig_152636_: 100,516-101,371 (+); 1-11,346 (+)

homing endonuclease (CDS_0004)

MGV-GENOME-0366930: 1-11,993 (+)

4

MGV-GENOME-0317171: 1-11,347 (+)

homing endonuclease (CDS_0004)

MGV-GENOME-0365222: 3,153-12,311 (+)

4

uvig_36954: 96,759-98,343 (+); 1-12,311 (+)

1 homing endonuclease (CDS_0004)99

uvig_75752: 100,167-100,416 (+); 1-11,399 (+)

5

uvig_185578: 97,420-97,669 (+); 1-12,157 (+)

5 6

5000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC)


