
uvig_144473: 88,692-94,162 (+)

75 76 77 78 79 80 81 82 83 84 85 86

uvig_327181: 53,960-60,254 (+)

57 63

MGV-GENOME-0366756: 90,443-96,227 (+)

83 85

MGV-GENOME-0351872: 69,842-75,813 (+)

72 78 79

MGV-GENOME-0366687: 89,434-95,221 (+)

82 83 84

uvig_240765: 69,211-75,174 (+)

55 56

IMGVR_UViG_3300045988_053969|3300045988|Ga0495776_092532: 91,679-97,623 (+)

86 87

uvig_175684: 54,365-60,381 (+)

53 54

uvig_429064: 90,827-96,973 (+)

81 83 84

uvig_176093: 39,849-45,545 (+)

51 52

IMGVR_UViG_3300045988_057043|3300045988|Ga0495776_114739: 85,010-91,286 (+)

81 82 87

MGV-GENOME-0367407: 90,592-96,763 (+)

78 tRNA-Ser(GCT) 84 85 86

MGV-GENOME-0366397: 89,120-95,681 (+)

77 82 83

uvig_288549: 91,596-97,806 (+)

86 87

uvig_241311: 92,280-98,358 (+)

84 87

MGV-GENOME-0357392: 76,764-82,926 (+)

71 72 73

uvig_552886: 61,433-67,354 (+)

60 64 65 66

MGV-GENOME-0366796: 90,980-97,147 (+)

86 87 88 89

MGV-GENOME-0363716: 86,115-92,642 (+)

83 85 86 87

IMGVR_UViG_3300045988_065561|3300045988|Ga0495776_012030: 89,234-95,489 (+)

85 86 87

IMGVR_UViG_3300045988_072085|3300045988|Ga0495776_012528: 89,134-95,293 (+)

82 83

uvig_554090: 90,855-96,353 (+)

86 87

IMGVR_UViG_3300045988_059144|3300045988|Ga0495776_012526: 88,611-94,811 (+)

81 82 83

MGV-GENOME-0351448: 69,694-75,595 (+)

65 66 67

MGV-GENOME-0344680: 62,125-67,774 (+)

63 64 65

IMGVR_UViG_3300030248_000036|3300030248|Ga0238493_10002: 91,694-98,030 (+)

87 88 89

MGV-GENOME-0366424: 90,267-96,295 (+)

84 85 86

MGV-GENOME-0366584: 89,682-96,130 (+)

85 86 87

IMGVR_UViG_3300045988_084737|3300045988|Ga0495776_011505: 90,567-96,346 (+)

84 85 86

MGV-GENOME-0331098: 50,941-56,699 (+)

60 61

IMGVR_UViG_3300045988_054015|3300045988|Ga0495776_076034: 87,019-93,259 (+)

78 80 81

IMGVR_UViG_3300029996_000041|3300029996|Ga0245029_100207: 90,527-96,573 (+)

80 82

MGV-GENOME-0326781: 47,316-53,340 (+)

58 61

MGV-GENOME-0366667: 90,477-96,110 (+)

84

IMGVR_UViG_3300045988_048566|3300045988|Ga0495776_012141: 89,831-95,655 (+)

82 83

IMGVR_UViG_3300006525_000007|3300006525|Ga0101027_100089: 89,761-96,355 (+)

77 83 90

Norman_157_NODE_1_length_102293_cov_21.407912: 91,729-98,633 (+)

76 80 84 85

2000 nt

unknown function pseudogene


