
uvig_224009: 350-6,291 (+)

1 2 3 4 5 6
MTase_II_00048 Type (CDS_0007)

8 9 DNA polymerase (CDS_0010)

MGV-GENOME-0115362: 345-5,998 (+)

1 2

SAMN09781696_a1_ct26928_vs1: 167-6,341 (+)

1 2 3 4

MGV-GENOME-0111250: 10,760-16,251 (-)

2021

IMGVR_UViG_3300045988_073389|3300045988|Ga0495776_121711: 339-6,649 (+)

1 2 3 4 5

MGV-GENOME-4339836: 344-6,595 (+)

1 2 3 4 5 MTase_II_00048 Type (CDS_0008)

uvig_469981: 296-5,469 (+)

1 2 3

MGV-GENOME-0110891: 11,025-16,198 (-)

192021

uvig_280002: 10,690-15,796 (-)

1819

IMGVR_UViG_3300045988_095426|3300045988|Ga0495776_039030: 10,193-15,235 (-)

1314MTase_II_00048 Type (CDS_0018)

uvig_225987: 2,626-7,669 (+)

MTase_II_00048 Type (CDS_0009)

uvig_326534: 10,091-14,608 (-)

19

uvig_232377: 10,454-15,576 (-)

DNA methyltransferase (CDS_0017)19

MGV-GENOME-0110631: 733-6,105 (+)

1 2 3 7

MGV-GENOME-0109778: 10,530-15,978 (-)

192021

MGV-GENOME-0123130: 11,009-17,130 (-)

2021222324

uvig_451533: 10,973-17,178 (-)

192021222324

uvig_327708: 365-5,367 (+)

1 2 3 4

MGV-GENOME-0123883: 10,932-17,240 (-)

20212223

uvig_557057: 2-6,301 (+)

1 2 3 4 5

SAMN05826848_a1_ct18328_vs1: 278-6,423 (+)

1 2 3 4

uvig_323647: 11,102-17,560 (-)

1920212223

uvig_246661: 10,868-16,943 (-)

1920212223

MGV-GENOME-0111793: 303-5,850 (+)

1 2 3 4

uvig_132034: 2-8,570 (+)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0001)
2 3 4 5 6 7

IMGVR_UViG_3300045988_076090|3300045988|Ga0495776_167150: 2-7,153 (+)

1 2 3 4 5 6

IMGVR_UViG_3300045988_105320|3300045988|Ga0495776_080106: 344-7,183 (+)

1 2 3 4 5 6 7

MGV-GENOME-0117478: 2-6,516 (+)

1 2 3 4

MGV-GENOME-4334805: 377-6,544 (+)

1 2 3

MGV-GENOME-0114616: 466-6,279 (+)

1 2 3 4

uvig_566591: 10,113-15,883 (-)

15DNA polymerase (CDS_0016)2022232425

3000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC) AMR (AMRFinderPlus)


