icity0043 Unknown (CDS_0068)
54 DNA polymerase (CDS_0055) 56 57 58 59 60 61 6263 64 65 66 67 69

|

IMGVR_UVIG_3300008345_000006|3300008345|Ga0115409_100059: 43,018-54,437 (+)
59 60 62 63 64

GVR_UViG_3300008080_000002|3300008080|Ga0105957_100166:45,529-53,375 (+)
59 62 63 64 DNA methyltransferase (CDS_0065)

=

e I ! B E—— T e
Monaco_MBA4038_NODE_15_length_61603_cov_27.376925:44,706-54,898 (+)

38 41 43 44 45 DNA methyltransferase (CDS_0046)

I S B EE—
MGV-GENOME-0305322: 32,829-42,201 (+)
51 52 DNA polymerase (CDS_0054) 56 59 60 61 63 64 65

E

uvig_542361:41,130-53,880 (+)

0
IMGVR _UViG_3300007128 000002|3300007128|Ga0102725_100054:42,731-54,487 (+)
DNA polymerase (CDS_0054) 58 59 62

E

IMGVR_UViG_3300045988_106891|3300045988|Ga0495776_007400: 40,142-53,490 (+)
56 57 58

MGV-GENOME-0334568:41,203-54,939 (+)
DNA polymerase (CDS_0053)
S

54 60 61 62
I I I 1 1 T ——
SRS148820_al_ct18412: 41,041-54,118 (+)

60 61
I . . P ——
IMGVR_UViG_7000000025_000019|7000000025|SRS023617 Baylor_scaffold_11447:41,964-53,970 (+)

60 61 62 64 65

E

I
MGV-GENOME-4427665:41,202-54,339 (+)

DNA polymerase

58 61 62 63 66 67
I 1 e e S B e ————
IMGVR_UViG_3300029668_000002|3300029668|Ga0245235_100367:44,055-56,097 (+)

54 55 56 57 59 60 61

_— o ee————eee—
MGV-GENOME-0330036:41,753-53,327 (+)

59 60 61

—
uvig 428240:41,753-53,327 (+)
60 61 63 66 67 68 70 71

I I E——
SRS021528 a1l ct11721:45414-55,480 (+)
56 57 59 62 63 64 65 66

i

- -
MGV-GENOME-0333963:42,547-54,306 (+)

50 61 62 63
S{ELET EHEE IS S S ==

uvig 479092:43,128-53,232 (+)
60 61 62

SAMEA2738126_b1_ct4:44,223-53899 (+)
60 63 64

i

MGV-GENOME-0325027:43,176-53,032 (+)
56 57 59 60 61 DNA methyltransferase (CDS_0062)

[ e e oy ————————————— ——— ] T
MGV-GENOME-0333122:41,097-54,896 (+)

5000 nt i
DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC)
I




