DNA polymerase (CDS_0057)
53 54 55 56 58 59 6061 62 63 64 65 66 67 68 69

SRS021528 al ct11721:41,382-52,367 (+)
58 596061

i

MGV-GENOME-0325027: 39,149-45,875 (+)
DNA polymerase (CDS_0055) 575859 61 62

— — e e e ———
SR5146894 al ct31013:39,184-47,113 (+)

DNA polymerase (CDS_0054) 56

IMGVR UVIG_ 3300045988 106891|3300045988\GaO495776 007400: 39,207-46, 550( )
DNA polymerase (CDS_0052) 56 57

I R
MGV-GENOME-0334568:40,268-47,990 (+)
DNA polymerase (CDS_0055) 56

e — I
IMGVR _UViG_3300008345_000006|3300008345|Ga0115409_100059:41,422-48,636 (+)
DNA polymerase (CDS_0054) 56 57 59

N
uvig 542361:40,415-46,848 (+ )
exonuclease

MG\/ GENOME 0321254:40,845-47,579 (+)
DNA polymerase (CDS_0053) 54

55 59 60

— . R T I e . —
IMGVR_UViG_3300008080_000002|3300008080|Ga0105957_100166:39,553-47,542 (+)

47 48 5455 56 59 62

uvig_479092:39,135-50,182 (+)

——
MGV-GENOME-0333963:37,816-52,056 (+)

53 56 57 60 65
— — 1 Ty . — — ——— ——— § — ———————— "] Tom s
MGV-GENOME-0319160:40,647-53,138 (+)
55 58 59 61

IMGVR_UViG_3300029668_000002|3300029668|Ga0245235_100367:41,006-51,292 (+)
5000 nt !
DNA, RNA and nucleotide metabolism unknown function tRNA
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