nucleotide kinase (CDS_0046)
37 38 39 40 41 42 43 44 45 47 dihydrofolate reductase

IMGVR_UViG_3300008345_000006|3300008345|Ga0115409_100059: 33,694-40,065 (+)
40 43

IMGVR_UViG_3300045988_106891|3300045988|Ga0495776_007400: 31,294-37,849 (+)

MGV-GENOME-0323041:32,198-38,575 (+)
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I gei ,074 (+)

Monaco_MBA4038_NODE_15_length_61603_cov_27.376925: 32,546-39,103 (+)

uvig 316887:32,127-38,497 (+)
trim_DfrL-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrL (NFO41668.1) (CDS_0045)
terminase large subunit (CDS_0041) exonuclease (CDS_0046)
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uvig_428240:32,794-40,157 (+)
37 38 39 40 45 46

MGV-GENOME-0321254: 29,878-39,488 (+)
42 43

IMGVR_UViG_3300045988_096302|3300045988|Ga0495776_007321: 34,839-40,594 (+)
3000 nt {
DNA, RNA and nucleotide metabolism head and packaging other unknown function AMR (AMRFinderPlus)
I




