
IMGVR_UViG_2703718895_000001|2703718895|2703748947|32092-89292: 25,498-42,446 (+)

24 25 26 27

Rha-like transcriptional regulator (CDS_0028)

29
Dpd__QueD (CDS_0030)

31 32 33

MTase_II_00048 Type (CDS_0034)
PmgS-like head morphogenesis (CDS_0035)

36 37

IMGVR_UViG_2681813179_000002|2681813179|2681864054|19941-77183: 25,445-42,183 (+)

25 retron_type_V_csd_cluster85_1 (CDS_0030)

IMGVR_UViG_2703718886_000001|2703718886|2703746973|21842-80175: 21,324-40,489 (+)

20 21 27

IMGVR_UViG_2657245667_000002|2657245667|2657326587|21718-78468: 21,306-42,514 (+)

27

IMGVR_UViG_2667528056_000001|2667528056|2667607064|380801-438161: 21,081-41,744 (+)

Type-III-A_PP2C (CDS_0027) PD-T4-6_WP_139553373.1 (CDS_0028)

IMGVR_UViG_2541047537_000001|2541047537|2541145157|1105068-1164021: 21,374-42,784 (+)

26 27 28

IMGVR_UViG_2770939451_000002|2770939451|2770956957|22082-80569: 21,674-42,901 (+)

24 27

IMGVR_UViG_2663763281_000005|2663763281|2663840633|3-55644: 21,150-39,609 (+)

19 26

IMGVR_UViG_2609460014_000001|2609460014|2609514213|45842-103415: 20,978-41,527 (+)

23 26

IMGVR_UViG_2579779100_000002|2579779100|2579853879|202650-258442: 20,968-41,519 (+)

24

IMGVR_UViG_2703718863_000003|2703718863|2703745249|380394-433634: 20,845-37,251 (+)

25

IMGVR_UViG_2563367210_000001|2563367210|2563446570|24754-79921: 20,991-39,134 (+)

Type-III-A_PP2C (CDS_0025) PD-T4-6_WP_139553373.1 (CDS_0026)

IMGVR_UViG_2657245407_000002|2657245407|2657296191|21445-81517: 37,177-45,030 (+)

30 32

IMGVR_UViG_2681813322_000003|2681813322|2681885678|237647-295650: 38,413-44,220 (+)

33

IMGVR_UViG_2693429573_000005|2693429573|2693439730|58705-118829: 36,711-44,296 (+)

transposase (CDS_0033)
retron_type_V_csd_cluster85_1 (CDS_0034)

IMGVR_UViG_2579778597_000006|2579778597|2579788793|21484-79617: 21,954-43,840 (+)

27 28 32 34 38

8000 nt

head and packaging integration and excision transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


