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IMGVR_UViG_2667528125 000001|2667528125|2667615389|237669-296017:20,532-40,898 (+)
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IMGVR_UVIG_2671180679_000001|2671180679/2671261853|817112-874842:20,534-40,278 (+)

I I ——
IMGVR_UViG_2770939451_000002|2770939451|2770956957|22082-80569: 20,461-41,635 (+)
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IMGVR_UVIG_2609460014_000001|2609460014]2609514213|45842-103415:20,281-41,085 (+)
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IMGVR _UVIG_2579778597_000006|2579778597|2579788793|21484-79617:20,468-42,445 (+)
Rha-like transcriptional regulator (CDS_0027)
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IMGVR_UViG_2657245407_000002|2657245407|2657296191(21445-81517: 19,802-37,512 (+)
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IMGVR_UViG_2703718895_000001|2703718895|2703748947(32092-89292: 19,946-38,757 (+)
cas12f2_V-F_3(CDS_0029)
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IMGVR_UViG_2687453178_000004|2687453178|2687453598|2157365-2223917:24,637-41,255 (+)
22 23 25 retron_type_V_csd_cluster85_1 (CDS_0030)
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IMGVR _UVIG_2681813179 000002|2681813179|2681864054(19941-77183:19,859-39,119 (+)
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IMGVR _UViG_2698536318_000003|2698536318|2698538439|389236-446988:20,304-41,496 (+)
Rha-like transcriptional regulator (CDS_0029)
cas12f2_V-F_3 (CDS_0028)
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IMGVR_UViG_2703718864_000002|2703718864|2703745257|251449-311831:20,462-45,333 (+)
t 9000 nt !
head and packaging transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)

retron_type_V_csd_cluster85_1 (CDS_0030)
Dpd_QueD (CDS_0027) MTase_[I_00048 Type (CDS_0032)
25 26 T 28 29 31 PmgS-like head morphogenesis (CDS_0033)
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