49 50 51 52 53 DNA polymerase (CDS_0054) 55 56 57 58 59 60

MGV-GENOME-0337421:39,315-49,316 (+)
DNA binding protein (CDS_0055)
DNA polymerase (CDS_0054) 56 60

N 0 — e ———
IMGVR_UViG_7000000612_000007|7000000612|C1665623:39,313-49,575 (+)
DNA polymerase (CDS_0053) 54

1 —

IMGVR_UViG_3300007932 000001I3300007932\Ga0113995 100009:40,374-50,325 (+)

DNA polymerase (CDS_0054) 55
L ———————— ]
IMGVR UViG_3300009963 OOOOO5|33000O9963\(330133749 10005: 39,982-48,744 (+)
DNA polymerase (CDS_0054) 55

I
MGV-GENOME-0336705: 38,512-48,402 (+)
DNA polymerase (CDS_0052) 53 58

EEEESEseSeE———— -————————————————
IMGVR_UViG_7000000119_000044|7000000119|SRS023964_Baylor_scaffold_66080: 38,868-48,735 (+)
DNA polymerase (CDS_0053) MTase_II_00072 Type (CDS_0054)

I 1

IMGVR_UViG_7000000466_000001|7000000466|SRS063603_LANL _scaffold_15714: 38,659-48,777 (+)
DNA binding protein (CDS_0054)

DNA polymerase (CDS_0053) 55 59 HNH endonuclease (CDS_0060)

N L —
MGV-GENOME-0338894:40,288-50,352 (+)
DNA binding protein (CDS_0054)
DNA polymerase (CDS_0053)
e
|MGVR?UVl(3733000063487000001|3300006348\Ga00996947100012 38,980-47,875 (+)

DNA binding protein (CDS_0054) HNH endonuclease (CDS_0061)
DNA polymerase (CDS_0053) 55 60

1
it
i
!
E

IMGVR_UViG_3300045988_114199|3300045988|Ga0495776_140428:40,233-49,017 (+)
DNA binding protein (CDS_0054)
DNA polymerase (CDS_0053) 55 59

1 —

MGV-GENOME-0339351:40,233-49,017 (+)
MTase_II_00072 Type (CDS_0056)

DNA polymerase (CDS_0054) 55 8 63

|
|
‘ﬂ

IMGVR_UViG_3300009960_000001|3300009960|Ga0133744_10001: 38,941-50,603 (+)
DNA polymerase (CDS_0053) 54 MTase_|I_00058 Type (CDS_0055)

IMGVR_UViG_3300028513_000022|3300028513|Ga0307844_1072:38,814-50,476 (+)
DNA polymerase (CDS_0053) 56 57 61 62 63 64

E

IMGVR_UViG_3300045988_094874(3300045988|Ga0495776_017988:40,179-52,156 (+)
4000 nt i
DNA, RNA and nucleotide metabolism unknown function defence (PADLOC)




