transposase (CDS_0066)
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MGV-GENOME-0294322:43,751-45,234 (+); 1-10,868 (+)

3 4

I —
MGV-GENOME-0290341:43,751-44,353 (+); 1-10,868 (+)

I ——
uvig 254731:43,683-44,288 (+); 1-9,812 (+)

— I ———
uvig 241113:44,145-45,007 (+); 1-9,571 (+)
63 2 4 5 6

:

uvig 328380:42,847-43,709 (+); 1-9.816 (+)

restriction endonuclease (CDS_0002) 4 5 8 910 15
0 I N O, E— oy W W N gy SUSS 5 W 4 W o
uvig_312240:46,061-46,482 (+); 1-11,250 (+)
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\MGVR UViG_3300045988 _005000|3300045988|Ga0495776_014111:44,370-44,791 (+); 1-9,452 (+)
4 5 8 910

IMGVR_UViG_3300029257_000011|3300029257|Ga0168675_100651:43,078-43,681 (+); 1-9,927 (+)
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IMGVR_UViG_3300045988_007528|3300045988|Ga0495776_054505: 1,674-10,359 (+)
head scaffolding protein (CDS_0016)
S} 4 8 9 10 tRNA-Thr(TGT)
L~ ——————— —_— S — I D B S B S S o —
uvig_ 9105 44510-45,192 (+); 1-12,768 (+)
tail protein (CDS_0003) 4
{1 < K HE {5
MGV-GENOME-0292940: 1,674-10,343 (+)
tail protein (CDS_0003) 4
CEO— > {1 o< K H DT
IMGVR_UViG_3300045988_003026|3300045988|Ga0495776_015214:45,113-45,976 (+); 1-10,349 (+)
restriction endonuclease (CDS_0005)
4 6 7 8
B s I N, R, § o B R, by B R e W I S
uvig 319789:43728-44,331 (+); 1-9,934 (+)
HNH endonuclease (CDS_0004)
68 1 3 5 6 7 8
(N 1 I — I B
MGV-GENOME-0291061:43493-44,523 (+); 1-10,949 (+)
69 2 4 5 6 7
BoE{ X P @ oD O
IMGVR_UViG_3300045988_006672|3300045988|Ga0495776_006758:45,269-46,603 (+); 1-10,019 (+)
4 5 6 7
) W I I, I B, R N U R, N, N e N I, B B,
MGV-GENOME-0299921:45,269-46,603 (+); 1-10,019 (+)
4 5 6 7
OOt D OEETD-{ D {5
IMGVR_UViG_3300045988_002847|3300045988|Ga0495776_015208:44,637-45,971 (+ ) 1-9,010 (+)
4 5 6
1 N SN N A— I S E—
MGV-GENOME-0256992: 1,257-9,999 (+)
4 5 6
L =R 2 e I I B
uvwg_243527 44,344-44765 (+); 1-10,287 (+)
4 5 6
) N I D, I i, Sy e O v N W, W W B, RS
IMGVR_UViG_3300045988_002689|3300045988|Ga0495776_015238:44,691-46,025 (+); 1-9,999 (+)
1 3
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OTU_1644:1-5,633 (+)
4 5 6
[ O | Oy — W gy W B N W
IMGVR_UVIG_2854222423 000003|2854222423|2854222470|98460-143419: 1,257-9,167 (+)
4
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IMGVR_UViG_3300045988_044755|3300045988|Ga0495776_094798:1,851-7,364 (+)
4 5
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IMGVR_UViG_3300045988_006476|3300045988|Ga0495776_139839:1,485-9,232 (+)
virion structural protein (CDS_0003) 4 5 6
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Han_2018_ERR1398172 NODE_216_length_54152_cov_32.693199:53,123-54,152 (+); 1-10,046 (+)
virion structural protein (CDS_0003) 4 5 6
N SN N I B
IMGVR_UViG_3300045988_009561|3300045988|Ga0495776_100047: 1,459-10,046 (+)
4 5 6
OO X D {1 > {1
IMGVR_UViG_3300045988 _010003|3300045988|Ga0495776_015559:44,067-45,401 (+); 1-9,824 (+)
4 5 6
I | I B E—
MGV-GENOME-0300215: 1,257-9,824 (+)
65 4 5
BL O b DD
IMGVR_UViG_3300045988_004076|3300045988|Ga0495776_015861:43,869-45,684 (+); 1-9,080 (+)
4 5 6
e ————————————————— e e —————————d I N —
MGV-GENOME-0261647:1,257-8,626 (+)
1 2 3 4 5 HEase_00016 homing (CDS_0007)
[ — Sy WOy W— T G y Wy WO B W W
IMGVR_UViG_3300045988_014324|3300045988|Ga0495776.097979:1-10,329 (+)
3 4 5
[ S gy Ny W W Gy Wy W Wy
MGV-GENOME-0297235:1,278-10,329 (+)
3 4 5 9
[, P O F— Ty G 5 € W B, W W
SAMNO3418284 _al _ct7922:1,278-10,065 (+)
terminase small subunit (CDS_0069)
70 3 4 5
1 N | &= & & ;]
IMGVR_UViG_3300045988_011941|3300045988|Ga0495776_020688:42,358-43,939 (+); 1-10, 065( )
4 5 9
1 — I SN S W —
IMGVR _UViG_3300029500_000004|3300029500|Ga0244793 100185: 1,485-10,563 (+)
3 4
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uvig 67961:1,674-9,320 (+)
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uvig_427998:3,217-8,606 (+)
7 8
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SAMNO5826954 a1 ct8532:1,750-8,551 (+)
6 7 8 9
[, F— T, W GO 5, G S0 g Wy D W
IMGVR_UViG_3300045988_052526|3300045988|Ga0495776_015373:1,584-9,688 (+)
6 7 8 9
T D W —
IMGVR_UViG_3300045988_016493|3300045988|Ga0495776_135376:1,584-11,228 (+)
7 8 9 10 14
O D —aac &b { B (&
IMGVR_UViG_3300045988_016983|3300045988|Ga0495776_110303:2,125-11,698 (+)
51 52
N s 1 —}j/ — & &8 [ | W —
uvig 497747:22,867-31,487 (+)
4 5 9 10 11 12 13
I | e Oy W, S W g SN 5,5, 8y O S S W ) W
IMGVR_UViG_3300045988_019670|3300045988|Ga0495776_117321:1,257-13,731 (+)
9 10
I FO e O WS S S g T Sy N S W N W
IMGVR_UViG_3300045988_004889|3300045988|Ga0495776.015228:1,257-13,170 (+)
3 4 5 8
S S oy WU— Ty G Gy Uy W W
SAMEA2737760_a1_ct20383: 1,278-9,249 (+)
3 8 9 10
[, S o WU T T g 0.5 8 T W W W ) W
IMGVR_UViG_3300045988_009597|3300045988|Ga0495776_016039:1,278-11,653 (+)
HEase_00016 homing (CDS_0005)
4 1 8 9 10
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IMGVR_UViG_3300045988_011544|3300045988|Ga0495776_019689: 1,278-10,480 (+)
3 4 5
[ P gy O, T W gy 8 0 € W B
IMGVR_UViG_3300029483_000017|3300029483|Ga0244102_100634: 1,459-9,445 (+)
4 56 10 11 12 13 HNH endonuclease (CDS_0014)
e b a8 TDED D
IMGVR_UViG_3300023493 000011|3300023493|Ga0257031_100565: 1,866-12,767 (+)
3 4 5 minor head protein (CDS_0006) 9 10 11
L e e ——————,— P R S
uvig 95583:1,584-8,838 (+)
56 7
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MGV-GENOME-0236978:1,431-7,324 (+)
68 69 70 71 72 73 8 4
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IMGVR_UViG_3300007853_000024|3300007853|Ga0114093_100538:42,538-45,190 (+); 1-8,156 (+)
3 4
[y O, S U T gy W W W, )
MGV-GENOME-0293968: 1-8,156 (+)
7 HEase_00016 homing (CDS_0008) major head protein (CDS_0013)
| s Y 0 0 g W SO gy W W N 3 WOy W
Minot_Diet_SRR5088940_NODE_43_length_46067_cov_34.509498:1-11,081 (+)
7 8 9 10 13
L ——————————————— "~ I I I B N R
MGV-GENOME-0295594: 2,035-10,690 (+)
6 7 8
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MGV-GENOME-0294496:1,293-9,157 (+)
restriction endonuclease (CDS_0004)
e ————]
SAMN10290208 a1l ct1291:1,293-10,053 (+)
74 3 4 5 6
[0, 0y N oy W, N s WS, gy WOS— N Wy WO, W W
uvig 266789:44,991-46,201 (+); 1-9.444 (+)
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MGV-GENOME-0252210: 1-9,444 (+)
78 2 4 56 7
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IMGVR_UViG_3300045988_066997|3300045988|Ga0495776_014554:43,786-45,209 (+); 1-9,078 (+)
Arc-like repressor (CDS_0005)
HNH endonuclease (CDS_0006)
2 4 | 7
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IMGVR_UViG_3300045988_015925|3300045988|Ga0495776_020424:42,568-43,652 (+); 1-7,896 (+)
Arc-like repressor (CDS_0006)
HNH endonuclease (CDS_0007)
3 4 5 \ 8
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IMGVR_UViG_3300045988_003454|3300045988|Ga0495776_019431:42,353-43,031 (+); 1- 1O 747 (+)
Arc-like repressor(CDS 0005)
HNH endonuclease (CDS 0006)
I I
IMGVR_UViG_3300045988_014192|3300045988|Ga0495776_139760:1,753-7,896 (+)
Arc-like repressor (CDS_0007)
HNH endonuclease (CDS 0008)
MTase_lI_00015 Type (CDS_0066) 4 5 6
e e e | B U I P BN O N —

MGVR_UViG_3300045988_011776|3300045988|Ga0495776_012836:42,805-44,539 (+); 1-11,215 (+)
Arc-like repressor (CDS_0007)
HNH endonuclease (CDS 0008)
4 5 6

Han_2018_ERR1398253_NODE_451_length_44539_cov_92.418263:42,805-44,539 (+); 1-11,215 (+)
5

I »

IMGVR_UViG_3300045988_018977|3300045988|Ga0495776_139549:1,921-8,434 (+)

minor head protein (CDS_0004)
5

8 terminase large subunit (CDS_0010) 15

MGV-GENOME-0311960:2,038-12,572 (+)

61 62 63 64 65 3 4
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IMGVR_UViG_3300045988_047960|3300045988|Ga0495776_019722:41,038-43,434 (+); 1-8,247 (+)
HEase_00016 homing (CDS_0008)
3 4 10 14

SAMNO3418286_al ct99636 vs1:1,674-11,144 (+)
5000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision tail transcription regulation unknown function defence (PADLOC) tRNA
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