
SAMN03418284_a1_ct7922: 28,709-33,891 (+)

35 36 37 38 39 40 41 42 43 4445 46 47 48

IMGVR_UViG_3300045988_011941|3300045988|Ga0495776_020688: 28,808-33,990 (+)

37 42 43

uvig_241113: 28,615-35,966 (+)

34 37 38 4041
anti-repressor Ant (CDS_0042)

43 44 45

IMGVR_UViG_3300045988_004208|3300045988|Ga0495776_012726: 27,698-35,267 (+)

31
endolysin (CDS_0032)

capH (CDS_0036)
mads_1 (CDS_0037)

anti-repressor Ant (CDS_0039)

40

MGV-GENOME-0290341: 27,698-35,267 (+)

34 anti-repressor Ant (CDS_0039)

MGV-GENOME-0294322: 27,599-35,443 (+)

anti-repressor Ant (CDS_0039) 43

IMGVR_UViG_3300045988_003026|3300045988|Ga0495776_015214: 26,952-35,520 (+)

31 39 40
anti-repressor Ant (CDS_0041)

42

SAMN05826834_a1_ct2287_vs1: 19,736-33,291 (+)

tail protein (CDS_0029) 30 tail protein (CDS_0031) 34 35
capH (CDS_0036)

PDC-M69A_WP_216276383.1 (CDS_0037)

38 39 40 Mu Gam-like end protection

uvig_372582: 19,727-32,957 (+)

34 35
capH (CDS_0036)

PDC-M69A_WP_216276383.1 (CDS_0037)

38 39 40

IMGVR_UViG_3300045988_024758|3300045988|Ga0495776_137879: 18,929-32,618 (+)

33 34
capH (CDS_0035)

PDC-M69A_WP_216276383.1 (CDS_0036)

37 38 39

IMGVR_UViG_3300045988_021888|3300045988|Ga0495776_015585: 18,929-32,478 (+)

33 34
capH (CDS_0035)

PDC-M69A_WP_216276383.1 (CDS_0036)

37 38 39

MGV-GENOME-0273397: 18,380-28,091 (+)

25 30

IMGVR_UViG_3300045988_025790|3300045988|Ga0495776_015660: 18,475-32,449 (+)

30 31
capH (CDS_0032)

PDC-M69A_WP_216276383.1 (CDS_0033)

34 35 36 37 Mu Gam-like end protection (CDS_0042)

IMGVR_UViG_3300045988_066726|3300045988|Ga0495776_056058: 15,162-30,972 (+)

tail length tape measure protein (CDS_0023) tail protein (CDS_0025) 27 30 31
capH (CDS_0032)

33 34

IMGVR_UViG_3300045988_015444|3300045988|Ga0495776_015643: 29,639-35,889 (+)

40 42 43 44

uvig_174623: 29,639-35,905 (+)

42 43 44

IMGVR_UViG_3300045988_015614|3300045988|Ga0495776_015522: 18,754-32,501 (+)

31 32 33 34 35 36 37 38

IMGVR_UViG_3300045988_011544|3300045988|Ga0495776_019689: 25,388-33,565 (+)

endolysin (CDS_0034)
capH (CDS_0038)

39 41 42 43

6000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC)


