MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (CDS_0059)
PDC-504_WP_201691753.1 (CDS_0042)
RNA-binding protein (CDS_0054)
unknown fu nctionT(CDS_OOSCi) PD-T7-2_A_WP_104725143.1 (CDS_0068)
MazEF__MazE (C[TS_OOSO) Copper exporter (VF0849) (CDS_0064) P(1)-type Mn2+ transporting ATPase (VF0848) (CDS_0075)
MazEF_MazF (CDS' 0049) Copper exporter (VF0849) (CDS_0070)

%

DarB-like antirestriction (CDS_0046) DNA invertase (CDS_0069) DNA invertase (CDS_0073)
44 51 61  PD-T7-2_B_WP_161832976.1(CDS_0067) transposase (CDS_0072) 78
41| 43745 4748 ||]52| | 5556 5758 60 [6263 | 6566 | | 71 | 74 7677] DNA invertase (CDS_0079)
— I I I I

—_—
TemPhD_cluster_45358: 37,683-76,985 (+)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (CDS_0059)

RNA-binding protein (CDS_0054) PD—T7—2_A_WP_104725143.1 (CDS_0068)
unknown functionT(CDS_OOSS) PD-T7-2_.B_WP_161832976.1 (CDS_0067)
MazEF_MazE (CD5_0050) Copper exporter (VF0849) (CDS_0064) |
MazEF_MazF (CDS' 0049) Copper exporter (VF0849) (CDS_0070)
DarB-like antirestriction (CDS_0046) DNAlnvertase (CDS_0069) transposase (CDS_0077)
4748 ﬂTsz‘ 55 56 57 58 60 T6263 6566 | T | 71 transposase (CDS_0076) | 78
—_— — I I I I

TemPhD_cluster_34365:37,683-77,317 (+)
MerA-TIGRFAMs TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (CDS_0049)

PD-T7-2_A_WP_104725143.1 (CDS_0058)

PD-T7-2_B_WP_161832976.1 (CDS_0057)
Copper exporter (VF0849) (CDS_6054) ‘
DarB-like antirestriction (CDS_0045) 51 56 Copperexporter(VF0849) (CDS_0060)
464748 | 50 [5253 s5] | | 59 61
I I I I I

TemPhD _cluster_55623:37,682-67,150 (+)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (CDS_0050)

PD-T7-2_A_WP_104725143.1 (CDS_0059)

PD-T7-2_B_WP_161832976.1 (CDS_0058)
Copper exporter (VF0849) (CDS_ES‘ 055) ‘
DarB-like antirestriction (CDS_0046) 52 57 Copper exporter (VF0849) (CDS_0061)
474849 | 51 [5354 s6] | | e 62 67
— I I I I

—
TemPhD_cluster_55949:37,842-67,171 (+)
chaper_CopP-NCBIFAM copper-binding metallochaperone CopP (NFO033781.1) (CDS_0067)

RNA-binding protein (CDS_0054) P(1)-type Mn2+ transpoTrting ATPase (VF0848) (CDS_0068)
unknown function (CDS_0053) PD-T7-2_A_WP_104725143.1 (CDS_0070)
MazEF_MazE (CD5_0050) PD-T7-2_B WP_161832976.1 (CDS_0069)
MazEF_MazF (CDS.0049) HP-NAP (VF0052) (CD5_0065) Copper exporter (VF0849) (CDS_0072)
DNA invertase (CDS 0071)

DarB-like antirestriction (CDS_0046) 51 mads_8 (CDS_0063)
\ 4748 ||]52| | 5556 575859 606162 | 64 66 | | T ] 73

-— - - " . EE— — —
TemPhD_cluster_34352:37,683-79,643 (+)

chaper_CopP-NCBIFAM copper-binding metallochaperone CopP (NFO033781.1) (CDS_0067)

RNA-binding protein (CDS_0054) P(1)-type Mn2+ transpoTrting ATPase (VF0848) (CDS_0068)
unknown function (CDS_0053) PD-T7-2_A_WP_104725143.1 (CDS_0070)
MazEF_MazE (CD5_0050) PD-T7-2_B WP_161832976.1 (CDS_0069)
MazEF_MazF (CDS.0049) HP-NAP (VF0052) (CD$_0065) |
DarB-like antirestriction (CDS_0046) mads_8 (CDS_0063) Copper exporter (VF0849) (CDS_0072)
\ 4748 ﬂTsz ‘ ‘ 55 56 57 5859 60 6162 | 64 T 66 ‘ ‘ DNA invertase (CDS 0071)73

— - - " I S EE— —
TemPhD_cluster_34394:37,842-79,331 (+)

chaper_CopP-NCBIFAM copper-binding metallochaperone CopP (NFO33781.1) (CDS_0072)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (CDS_0057)

RNA-binding protein (CDS_0052) P(1)-type Mn2+ transporting ATPase (VF0848) (CDS_0073)
unknown function (CDS_0051) PD-T7-2_A_WP_104725143.1 (CDS_0075)
MazEF_MazE (CD5_0048) Copper exporter (VF0849) (CDS_0062) PD-T7-2_B_WP_161832976.1 (CDS_0074)
MazEF_MazF (CDS.0047) HP-NAP (VF0052) (CD$_0070) Copper exporter (VF0849) (CDS_0077)
DarB-like antirestriction (CDS_0044) 9 59 mads_8 (CDS_0068) DNA invertase (CDS 0076)
\ 4546 HASQ‘ ‘ 53 54 55 56 58 [6061 63 64 656667 | 69 T71 ‘ ‘ | | T | 78
— I —_— - W I I

Te?Pthdusterf%SlO: 36,923-83,868 (+)
chaper_CopP-NCBIFAM copper-binding metallochaperone CopP (NFO33781.1) (CDS_0058)
P(1)-type Mn2+ transpoTrting ATPase (VF0848) (CDS_0059)
PD-T7-2_A_WP_104725143.1 (CDS_0061)
PD-T7-2_B_WP_161832976.1 (CDS_0060)
DarB-like antirestriction (CDS_0046) HP-NAP (VF0052) (CD5_0056) |

mads_8 (CDS_0054) Copper exporter (VF0849) (CDS_0063)
4748 4950 515253 | 55 T 57 ‘ ‘ | | 62 64
—_— —_— - N I I I
TemPhD_cluster_55036: 37,683-67,488 (+)

RNA-binding proteln (CDS_0054)
unknown function (CDS 0053)

MazEF_MazE (CD5_0050) PD-T7-2_A_WP_104725143.1 (CDS_0063)

MazEF_MazF (CDS.0049) PD-T7-2_B_WP_161832976.1 (CDS_0062)
DarB-like antirestriction (CDS_0046) 61 Coppef exporter (VF0849) (CDS_0065)
4748 ﬂTsz 55 56 5758 59 60] | | 64 66
I I I

T(ﬁhDidustcriS502é: 37,683-73,534 (+)
RNA-binding protein (CDS_0053)
unknown fu nctioﬁ(CDS,OOSZ)
MazEF_MazE (CD5_0049)
MazEF_MazF (CDs‘_0048)
DarB-like antirestriction (CDS_0045)
4647 T51

55 5657 58 5960

KHE—DODDHD
_— I
TemPhD_cluster_55600: 37,682-67,282 (+)
RNA-binding protein (CDS_0054)
unknown fu nctioﬁ(CDS_OOSS)
MazEF_MazE (CD5_0050)  DS-28_DS-28B (CDS_0058)

MazEF_MazF (CDS.0049) DNA invertase (CDS_0059)
DarB-like antirestriction (CDS_0046) 51 Ale (CDS 0055) ClpE (VF0073) (CDS_0061) ParA-like partition protein
4748 56 57 | 60 62 67|

—
TemPhD_cluster_39147:37,683-67,703 (+)
46

PEOIDETTTEHEDIDID

—_— I
TemPhD_cluster_34505: 37,683-49,338 (+)
p———10000 Nt ———
DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC)

virulence (VFDB) AMR (AMRFinderPlus)




