SbcD-like subunit of palindrome specific endonuclease (CDS_0011)
RusA-like Holliday junction resolvase (CDS_0014)
single strand DNA binding protein (CDS_0006)
UvsX-like recombinase (CDS_0007)
exonuclease (CDS_0009)
DNA polymerase (CDS_0001)
2345 |

exonuclease (CDS_0012)
8 10 | 13 | 15

uvig_ 69369 3 11, 239 (+)

single strand DNA binding protein (CDS_0049)

53  UvsX-like recombinase (CDS_0047)

T 525150 \ 48 SbcD-like subunit of palindrome specific endonuclease (CDS_0044)

|

'%
M
g
|

uvig_380179:21,967-31,921 (-)
single strand DNA binding protein (CDS_0010)
HNH endonuclease (CDS_0005)
terminase large subunit (CDS_0001]  UvsX-like recombinase (CDS_0011)
DNA polymerase (CDS_0004)
23 |67 89

12 17
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#
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uvig 32221:1-15,201 (+)
single strand DNA binding protein (CDS_0009)
HNH endonuclease (CDS_0004)
HNH endonuclease (CDS_0012)
portal protein (CDS_0002) UvsX-like recombinase (CDS_0010)
35678 | 11 | 14 19
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uvig_174073:1-14,475 (+)
single strand DNA binding protein (CDS_0020)
HNH endonuclease (CDS_0015)
UvsX-like recombinase (CDS_0021)

head maturation protease (CDS_0003) DNA polymerase (CDS_0014)
45678 9 10111213 | 16171819 22
I S— /I I A —

uvig_218670:1-20,567 (+)
single strand DNA binding protein (CDS_0018)
HNH endonuclease (CDS_0013)
DNA polymerase (CDS_0012) HNH endonuclease (CDS_0021)
dUTPase (CDS_0007) 14 UvsX-like recombinase (CDS_0019)
3456 8 9 1011 T151617 | 20 exonuclease (CDS_0025)
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MGV-GENOME-0299548: 1-22,434 (+)
single strand DNA binding protein (CDS_0018)
UvsX-like recombinase (CDS_0019)

head maturation protease (CDS_0003) DNA polymerase (CDS_0013) HNH endonuclease (CDS_0021)
4 5 678 9 101112 141516 17 20 [
I | — I I _— —
MGV-GENOME-0304131:1-21,916 (+)

HNH endonuclease (CDS_0010)
major head protein (CDS_0005) single strand DNA binding protein (CDS_0015)
DNA polymerase (CDS_0009)

head maturation protease (CDS_0003 8 11 UvsX-like recombinase (CDS_0016)
4 | 67 1121314 | 17
1 N N .| I
MGV-GENOME-0296158:1-19,092 (+)

single strand DNA binding protein (CDS_0015)
HNH endonuclease (CDS_0010)
head maturation protease (CDS_0003) DNA polymerase (CDS_0009) ‘

major head protem (CDS_0005) 11 UvsX-like recombmase (CDS_0016)
\ [ 678 1121314 17

MGV-GENOME-0293026: 1-18,948 (+)
single strand DNA binding protein (CDS_0020)

major head protein (CDS_0005) DNA polymerase (CDS_0014)
head maturation protease (CDS_0003) tail fiber protein (CDS_0010) HNH endonuclease (CDS_0015)

4 | 6 7 89 111213 \ 16171819 | 21 22 27
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MGV-GENOME-0310549: 1-24,332 (+)
single strand DNA binding protein (CDS_0017)
head maturation protease (CDS_0003) UvsX-like recombinase (CDS_0018)
major head protein (CDS_0005) DNA polymerase (CDS_0012) HNH endonuclease (CDS_0020)
\ 4 6 7 89 tail fiber protein (CDS_0010) 11 13141516 19
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uvig_188737:1-28,161 (+)

head maturation protease (CDS_0003) single strand DNA binding protein (CDS_0016)
major head protein (CDS_0005) UvsX-like recombinase (CDS_0017)
\ 4 6 7 89 tail fiber protein (CDS_0010) 11 12131415 | 1819

| S S ) A B I — N —
MGV-GENOME-0317869: 1-28,307 (+)
single strand DNA binding protein (CDS_0017)
head maturation protease (CDS_0003) HNH endonuclease (CDS_0012)
major head protein (CDS_0005) 13 UvsX-like recombinase (CDS_0018)
\ 4 6 7 89 tail fiber protein (CDS_0010) 11 T141516 | 19
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MGV-GENOME-0316470: 1-26,445 (+)
single strand DNA binding protein (CDS_0016)
HNH endonuclease (CDS_0011)
head maturation protease (CDS_0003) DNA polymerase (CDS 0010) ‘
major head protein (CDS_0005) 12 UvsX-like recombinase (CDS_0017)
\ 4 6 7 89 ‘ T131415 | 18 HEase 00016 homing (CDS_0023)
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uvig_100571:1-20,569 (+)
single strand DNA binding protein (CDS_0014)
HNH endonuclease (CDS_0009)

major head protein (CDS_0005) T UvsX-like recombinase (CDS_0015)

head maturation protease (CDS_0003)  DNA polymerase (CDS_0008)
4 | 6 7 [ 10111213 16HNH endonuclease (CDS_0017)
I S — I I I — —

MGV-GENOME-0296214: 1-20,090 (+)
head maturation protease (CDS_0003) single strand DNA binding protein (CDS_0020)

major head protein (CDS_0005) HNH endonuclease (CDS_0014)

\ 4 6 7 89 tail fiber protein (CDS_0010) 11 1213 | 15 16171819 UvsX-like recombinase (CDS_0021)
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MGV-GENOME-0323407: 1-31,599 (+)
head maturation protease (CDS_0003) single strand DNA binding protein (CDS_0017)

major head protein (CDS_0005) 13 UvsX-like recombinase (CDS_0018)
\ 4 6 7 89 tail fiber protein (CDS_0010) 11 12 [141516 | 19
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uvig 540604: 1-27,188 (+)
single strand DNA binding protein (CDS_0009)
head maturation protease (CDS_0003)  UvsX-like recomblnase (CDS_0010)
major head protein (CDS_0005)
\ 4 678 | 11

4
%

uvig 422890: 1-17,426 (+)
head maturation protease (CDS_0003)

5
4 Té DarB-like antirestriction (CDS_0010)

uvig_547523:1-11,835 (+)
head maturation protease (CDS_0003)

T 4 s

uvig_532082:1-11,233 (+)
head maturation protease (CDS_0003)
major head protein (CDS_0005)
\ 4 67 12

E
#.

I N _— ——
uvig 371662:1-13,102 (+)
head maturation protease (CDS_0003)
major head protein (CDS_0005)
\ 4 6 7 89 tail fiber protein (CDS_0010) 11 19

e 5 e 5 N —
uvig_137495:1-22,424 (+)
head maturation protease (CDS_0003)
major head protein (CDS_0005)
\ 4 6 7 8 9 tailfiber protein (CDS_0010) 11
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MGV-GENOME-0286687: 1-18,865 (+)
head maturation protease (CDS_0003)
major head protein (CDS_0005)
\ 4 6 7 89 tail fiber protein (CDS_0010) 11

e — e I
MGV-GENOME-0302377:1-21,985 (+)
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uvig_568599: 25,780-32,438 (-)
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uvig_307355:1-5,987 (+)

UvsX-like recombinase (CDS_0053)
54

¥
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uvig 389270:23,263-30,361 (-)
10000 nt i
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function defence (PADLOC)
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