
IMGVR_UViG_3300029709_000370|3300029709|Ga0245177_100359|5791-57030: 23,787-32,091 (+)

25
26

27

endolysin (CDS_0028)

holin (CDS_0029)
transposase (CDS_0030)

31 3233
34

dUTPase (CDS_0035)

3637

IMGVR_UViG_3300045988_061239|3300045988|Ga0495776_047532: 23,764-31,138 (+)

transposase (CDS_0030)
DNA binding protein (CDS_0031)

MGV-GENOME-0309229: 23,765-30,632 (+)

30 31

MGV-GENOME-0307177: 23,761-30,736 (+)

30 31

IMGVR_UViG_3300045988_038559|3300045988|Ga0495776_134588: 23,765-30,530 (+)

30 31 32 36

MGV-GENOME-0297591: 23,696-30,458 (+)

31 32

uvig_471355: 23,783-32,079 (+)

30 31 32 33

uvig_177974: 23,760-31,867 (+)

transposase (CDS_0030)
31 34

uvig_364330: 23,761-30,479 (+)

transposase (CDS_0030)
31

MGV-GENOME-0308713: 23,760-30,250 (+)

30
tRNA-Cys(GCA)

31

IMGVR_UViG_3300045988_071538|3300045988|Ga0495776_028393: 23,765-30,041 (+)

30 31

MGV-GENOME-0309512: 23,765-30,493 (+)

30 31

IMGVR_UViG_3300029584_000354|3300029584|Ga0245112_100117|82611-132971: 23,760-31,479 (+)

transposase (CDS_0030)
GroEL (VF0594) (CDS_0031)

IMGVR_UViG_3300029762_000179|3300029762|Ga0245183_100292|24949-76565: 23,764-32,049 (+)

transposase (CDS_0030)31

MGV-GENOME-0312747: 23,764-30,824 (+)

30 31

IMGVR_UViG_3300029718_000139|3300029718|Ga0245237_1000483: 23,698-30,760 (+)

30 clamp loader of DNA polymerase (CDS_0031)

MGV-GENOME-0314150: 23,700-31,445 (+)

30 31

uvig_300290: 23,760-30,537 (+)

transposase (CDS_0030)
31

IMGVR_UViG_3300029612_000137|3300029612|Ga0245127_100585: 23,695-31,419 (+)

30 31 32

uvig_551290: 23,698-31,010 (+)

30 31 clamp loader of DNA polymerase (CDS_0032)

uvig_190994: 23,765-32,451 (+)

transposase (CDS_0030)
31 32 33

uvig_186264: 23,698-34,122 (+)

transposase (CDS_0030)
transcriptional regulator (CDS_0031)

32 33

uvig_205347: 23,779-32,513 (+)

transposase (CDS_0030)
31

ABC-type heme transporter (VF0739) (CDS_0032)

Ferrous iron transport (VF0985) (CDS_0033)

uvig_200939: 23,724-34,813 (+)

transposase (CDS_0030)
DNA polymerase (CDS_0031)

acetyltransferase (CDS_0032)

33

uvig_195386: 23,764-32,135 (+)

transposase (CDS_0030)
31

transcriptional repressor (CDS_0032)

33 34

IMGVR_UViG_3300029782_000012|3300029782|Ga0245253_100664: 23,698-33,490 (+)

30 31 32 33 integrase (CDS_0034)

uvig_201581: 23,761-33,474 (+)

transposase (CDS_0030)

31 32
peptidase (CDS_0033)

34

uvig_186917: 23,764-35,102 (+)

transposase (CDS_0030)
31 32 33 34

MGV-GENOME-0317789: 23,764-33,273 (+)

transposase (CDS_0030)
3132 33 tail length tape measure protein (CDS_0034)

IMGVR_UViG_3300029613_000336|3300029613|Ga0245150_100063|102188-150993: 23,764-30,506 (+)

transposase (CDS_0030)
31

IMGVR_UViG_3300045988_074664|3300045988|Ga0495776_161599: 23,780-30,939 (+)

30 31

uvig_97388: 23,654-29,742 (+)

30 transposase (CDS_0031)

uvig_374072: 23,696-29,784 (+)

31 transposase (CDS_0032)

uvig_261055: 23,482-30,101 (+)

30 31

uvig_143183: 23,805-31,213 (+)

transposase (CDS_0030)
31

MGV-GENOME-0312177: 23,795-31,710 (+)

30 31

MGV-GENOME-0320648: 23,758-30,176 (+)

transposase (CDS_0030)
31

IMGVR_UViG_3300045988_106368|3300045988|Ga0495776_058159: 23,762-30,788 (+)

30 31

IMGVR_UViG_3300008103_000302|3300008103|Ga0114180_100429|5709-53779: 23,168-28,382 (+)

30

MGV-GENOME-0310634: 23,764-30,541 (+)

30 31
32

33

uvig_163676: 23,780-34,372 (+)

transposase (CDS_0030)
integrase (CDS_0031)

32

anti-NARP (APIS138) (CDS_0033)

34

uvig_451550: 23,644-32,145 (+)

30
transposase (CDS_0031)

DNA invertase (CDS_0032)

33 34

uvig_143854: 23,797-33,261 (+)

transposase (CDS_0030)
31 32 33 34

uvig_204631: 23,765-32,883 (+)

transposase (CDS_0030)
31 32 33 34

MGV-GENOME-0311939: 23,765-30,869 (+)

30 31 32

uvig_389458: 23,761-36,182 (+)

transposase (CDS_0031)
32 33

34
35 36 37

IMGVR_UViG_3300045988_087559|3300045988|Ga0495776_183870: 23,761-34,226 (+)

31 32 33 34 35

IMGVR_UViG_3300045988_094308|3300045988|Ga0495776_114474: 23,765-32,934 (+)

30 31 32 33

uvig_301670: 23,412-35,349 (+)

transposase (CDS_0030)
31 32 33 34 35 36

MGV-GENOME-0321540: 23,695-34,357 (+)

transposase (CDS_0030)

31
transposase (CDS_0032)

DrmD_00013 DrmD (CDS_0033)

34 35

uvig_363744: 23,761-37,918 (+)

transposase (CDS_0030)
DNA primase (CDS_0031)

RpoS (VF0112) (CDS_0032)

33 34 35 36

uvig_185427: 23,698-39,816 (+)

transposase (CDS_0030)
31 32 33 34 35 36

IMGVR_UViG_3300029567_000297|3300029567|Ga0244886_100043|41102-101295: 23,765-40,358 (+)

transposase (CDS_0030)
31 32

PDC-S01_WP_099993690.1 (CDS_0033)

34 35 36 37 38 39 40

IMGVR_UViG_3300029828_000284|3300029828|Ga0244885_100340|5699-60495: 23,765-34,961 (+)

transposase (CDS_0030)
ABC-type heme transporter (VF0739) (CDS_0031)

32 33 34 MazF-like growth inhibitor (CDS_0035)

IMGVR_UViG_3300045988_056378|3300045988|Ga0495776_026740: 23,765-36,815 (+)

30 31
tail protein (CDS_0032)

33 3435 36
endolysin (CDS_0037)

38 39

ivig_3772: 23,765-35,394 (+)

transposase (CDS_0030)

metallo-phosphoesterase (CDS_0031)

32 33

phosphoesterase (CDS_0034)

35
36

3738 39

IMGVR_UViG_3300008622_000151|3300008622|Ga0111363_100358: 23,036-31,926 (+)

drt-UG4 DRT (CDS_0023)

24
endolysin (CDS_0028)

29 30 31 32

IMGVR_UViG_3300045988_053921|3300045988|Ga0495776_171386: 22,095-29,878 (+)

endolysin (CDS_0028) 30

MGV-GENOME-0342168: 23,036-31,486 (+)

endolysin (CDS_0028) 29
transposase (CDS_0030)

DNA binding protein (CDS_0031)

uvig_479669: 23,765-33,141 (+)

transposase (CDS_0030)

31
integrase (CDS_0032)

38

SspD_00001 SspD (CDS_0039)

40

MGV-GENOME-0277094: 16,667-26,391 (-)

41tail fiber protein (CDS_0046)

IMGVR_UViG_3300029250_000318|3300029250|Ga0167474_1000119|195-56474: 23,765-36,533 (+)

30 31 32 33 34 35 36 37 38 39

SRS054905_a1_ct17981_vs1: 23,765-45,236 (+)

30
transposase (CDS_0031)

32 33 34
35

36 37 3839

PDC-S01_WP_076465573.1 (CDS_0040)

41 42 43 44
ABC transporter (CDS_0045)

46 47 48 49

uvig_525652: 52,395-57,524 (+)

81 82 83

MGV-GENOME-0322458: 23,764-34,035 (+)

transposase (CDS_0030)
REase_II_00101 Type (CDS_0031)

32 33 34 38

uvig_558998: 23,764-45,397 (+)

30 31 32 33 34 35

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0036)

37 38 39 40 41 42 43 4445
Sigma M (VF0822) (CDS_0046)

47 48 49

IMGVR_UViG_3300023718_000208|3300023718|Ga0257036_10089|28039-93418: 23,804-46,753 (+)

transposase (CDS_0030)

chloram_CatA-NCBIFAM type A chloramphenicol O-acetyltransferase (NF000491.1) (CDS_0031)

32
ThsC2_00001 HIT (CDS_0033)

34 35 36 37 38 3940

major head protein (CDS_0041)

42
43

internal virion protein (CDS_0044)

45 46

uvig_380769: 23,796-53,274 (+)

transposase (CDS_0030)
31 32 33 34 35 36 37

38
DNA binding protein (CDS_0039)

40 41 42 43 44
RelA (VF0287) (CDS_0045)

46 47 48 49 50 51

retron_type_VI_hth_cluster2_1 (CDS_0052)

53
54

55 56

Michele_1A_hits_grouped (CDS_0057)

58

IMGVR_UViG_3300029675_000288|3300029675|Ga0245254_100181|15738-90260: 23,764-54,192 (+)

30
DNA invertase (CDS_0031)

DNA invertase (CDS_0032)

integrase (CDS_0033)
34

35 36 37 38 39 40 41
integrase (CDS_0042)

43

capH (CDS_0044)

PDC-M69A_WP_216276383.1 (CDS_0045)
metallo-phosphoesterase (CDS_0046)

47 48 49 50

RNA ligase (CDS_0051)

52
53

54 5556

PDC-M69A_WP_216276383.1 (CDS_0057)

58 59 60 61

uvig_410025: 21,823-36,790 (+)

26 28
transposase (CDS_0030)

31 32 33 34

chloram_CatA-NCBIFAM type A chloramphenicol O-acetyltransferase (NF000491.1) (CDS_0035)

36
ThsC2_00001 HIT (CDS_0037)

38

10000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA pseudogene


