GTP-binding domain (CDS_0015)
tail length tape measure protein (CDS_0011) UmuD-like protein (CDS_0019)

head-tail adap%r Ad1 DNA pFIymerase (CDS_0021)
tail protein (CDS_0010) integrase (CDS_0017) 23
REase_|_00008 Type (CDS_0014) 24 26
6789 12 13 capH (CDS_0016)18 | 20 22/T25]27 28 29

e ————— ]
MGV-GENOME-0246918:5,129-22,104 (+)
tail length tape measure protein (CDS_0012)
GTP-binding domain (CDS_0014)
UmuD-like protein (CDS_0018)
REase_|_00008 Type (CD‘ ,0013) DNA ;Ilymerase (CDS_0020)

integrase (CDS_0016) 22
capH/(CDS_0015)17 | 19 21] 23

I e .
Rampelli_HCO_67_NODE_155 length 34634 cov_4.970155:5,132-20,503 (+)
GTP-binding domain (CDS_0019)

11

tail length tape measure protein (CDS_0012) UmuD-like protein (CDS_0023)
distal tail protein Dit (CDS_0013) REase_|_00008 Type (CDS_0018) DNA Ecqymerase (CDS_0025)
tail protein (CDS_0015) integrase (CDS_0021)
11 minor head protein (CDS_0014) 16 17 capH ‘(CQS,OOZO) 22 \ 24 2627

————————
MGV-GENOME-0286168: 5,141-29,287 (+)

chloram_CatA-NCBIFAM type A chloramphenicol O-acetyltransferase (NFO00491.1) (CDS_0013) GTP-binding domain (CDS_0025)
minor head protein (CDS_0014) Specificity_II_00001 Type (CDS_0022) UmuD-like protein (CDS_0029)
| amidase (CDS_0017) Specificity_|_00011 Type (CDS_0023) DNA polymerase (CDS_0031)
distal tail protein Dit (CDS_0012) holin (CDS_0016)  integrase (CDS_0019) capH (CDS_0026) 33
tail length tape measure protein (CDS_0011)| tail protein (CDS_0015) 18 20 21 |REase_| 00008 Type (CDS 0024) 27 28 |30 32[ 34
| I I e .
MGV-GENOME-0312351:5,132-36,653 (+)
GTP-binding domain (CDS_0025)
chloram_CatA-NCBIFAM type A chloramphenicol O-acetyltransferase (NFO00491.1) (CDS_0013) UmuD-like protein (CDS_0029)
amidase (CDS_0017) Specificity_Il_00001 Type (CDS_0022) DNA pTIymerase (CDS_0031)
minor head protein (CDS_0014) Ff?grase (CDS_0018) Specificity_l_%Oll Type (CDS_0023) capH (CDS_0026)
distal tail protein Dit (CDS_0012) holin (CDS_0016) integrase (CDS_0019) integrase (CDS_0027) 33
tail length tape measure prota'ni(CDS,OOll)\ tail protein (CDS_0015) \ 20 21 REase_|_00008 Type (CDS_0024) 28 \ 30 33T§4

— —— —— e ———
IMGVR_UViG_3300045988_144539|3300045988|Ga0495776_058100: 5,132-36,653 (+)

GTP-binding domain (CDS_0029)

minor head protein (CDS_0013) endolysin (CDS_0018) Specificity_I_00143 Type (CDS_0026) UmuD-like protein (CDS_0033)
tail protein (CDS_0014)  holin (CDS_0017) Specificity_I_00056 Type (CDS_0023) DNA [Flymerase (CDS_0035)
tail length tape measure protein (CDS'0011) tail protein (CDS_0016) integrase (CDS_0021) RM_Type_I_S_51(CDS_0027)  capH (CDS_0030) 37
12 \ 15 | ] 19 20 22 24 25 | REase_| 00008 Type(CDS 0028) 31 32 |34 36 38

— 1 — T ———
SAMNO6164416_al_ct69734_vs1:5,156-41,816 (+)

GTP-binding domain (CDS_0028)
UmuD-like protein (CDS_0032)

minor head protein (CDS_0015) endolysin (CDS_0020) DNA Mmerase (CDS_0034)
PDC-S01_WP_067088819.1 (CDS_0011) tail protein (CDS_0016)  holin (CDS_0019) Specificity_|_00033 Type (CDS_0026) capH (CDS_0029)
tail length tape measure protein (CDS_0012) tail protein (CDS_0018) integrase (CDS_0023) REase_|_00008 Type (CDS_0027) 36
\ 13 14 \ 17 | |21 22 24 25 | | | 30 31 |33 35 37
I — I e .
MGV-GENOME-0317042:5,157-38,654 (+)
Specificity_l_00033 Type (CDS_0026) UmuD-like protein (CDS_0034)
RipA (VF0546) (CDS_0028)
head-tail adaptor Ad1 (CDS_0005) WYL_LILIN_IV_V_VI_1(CDS_0020) DS-4_DST4D (CDS_0029) DNA polymerase (CDS_0036)
ail length tape measure protein (CDS_0011) endolysin (CDS_0016) MTase_I_00004 Type (CDS_0021) EaFH (CDS_0031)
distal tail protein Dit (CDS_0012) holin (CDS_0015) RM_ Type_|_S_03 (CDS_0025) 4) Linteg?ase (CDS_0032)
minor head protein (CDS_0013) integrase (CDS_0018) RM_Type_|_S_03(CDS_0022)| REase_l_00008 Type (CDS_0027) 38
8 | tail protein (CDS_0014) 17 integrase (CDS_0019) | 23 24 | | 30 33 |35 37] 39
DEDH ) DDD-D

I I
IMGVR_UViG_3300029728_000228|3300029728|Ga0245197_100147|56150-110986: 4,848-40,704 (+)
Cyclase_00011 oligonucleotide-cyclase (CDS_0018)

Specificity_l_00033 Type (CDS_0015) UmuD-like protein (CDS_0022)
tail length tape measure protein (CDS_0013) Effector_00034 2TM (CDS_0017) DNA polymerase (CDS_0024)
WYL_I_I_IITIV_V_VI_1(CDS_0013) capH (CDS_0019) \
MTase_|_00004 Type (CDS_0014) 4 integrase (CDS_0020) 26
PDC-501 WP_067088819.1 (CDS_0011) REase_| 00008 Type (CDS_0016) \ 21 |23 25] 27

— I w
uvig 140483:5,156-27,444 (+)

GTP-binding domain (CDS_0016)
Specificity_I_00147 Type (CDS_0014) UmuD-like protein (CDS_0020)

Specificity_I_00093 Type (CDS_0013) DNA polymerase (CDS_0022)
tail protein (CDS_0010) capH ‘CQS_OON)
PrrC_EcoprrI (CDS_0011) integrase (CDS_0018) 24

12 |REase_I_00009 Type (CDS_0015) 19 |21 23] 25

I
uvig 58515:4,863-23,499 (+)
tail length tape measure protein (CDS_0012)

minor head protein (CDS_0015) integrase (CDS_0022)
tail protein (CDS_0016)  holin (CDS_0019) integrase (CDS_0023)
distal tail protein Dit (CDS_0013) tail protein (CDS_0018) 25
11 | 114 17 | 2021 247 26
I 1
MGV-GENOME-0309018: 5,132-26,670 (+)
endolysin (CDS_0019)
minor head protein (CDS_0014) integrase (CDS_0021)
tail protein (CDS_0015) holin (CDS_0018) integrase (CDS_0022)
tail length tape measure protein (CDS_0012) tail protein (CDS_0017) 24
11 distal tail protein Dit (CDS_0013) 16 | | 20 23725
I
MGV-GENOME-0309305: 5,156-25,695 (+)
endolysin (CDS_0020)
minor head protein (CDS_0015) integrase (CDS_0022)
tail protein (CDS_0016) holin (CDS_dOl9) integrase (CDS_0023)
tail length tape measure protein (CDS,OOlZ) tail protein (CDS,(BlS)‘ 25
11 1314 | 17 | ] 21 24] 26

I
MGV-GENOME-0329253:5,156-25,911 (+)
baseplate protein (CDS_0019)
minor head protein (CDS_0014) holin (CDS_0018)
tail protein (CDS_0015) infegrase (CDS_0021)
tail length tape measure protein (CDS_0012) tail protein (CDS_0017) integrase (CDS_0022)
11 distal tail protein Dit (CDS_0013) 16 | 120 | 23

H-DEOE D

I
MGV-GENOME-0305961:5,138-25,146 (+)
endolysin (CDS_0019)

minor head protein (CDS_0014) holin (CDS_0018)
tail protein (CDS_0015) integrase (CDS_0021)

tail length tape measure protein(CDSLOOlZ) tail protein (CDS_O 17j integrase (CDS_0022)
11 13 | 16 | |20 | 23

I
MGV-GENOME-0267289:5,156-25,630 (+)
minor head protein (CDS_0013) endolysin (CDS_0018)
tail protein (CDS_0014) holin (CDS_0017)
tail length tape measure protein (C DS'0011) tail protein (CDS_0016)

distal tail protein Dit (CDS_0012) 15 | | 1920
I I
MGV-GENOME-0310597:5,156-22,498 (+)
tail length tape measure protein (CDS_0012) endolysin (CDS_0018)
distal tail protein Dit (CDS_0013) holin (CDS_0017)
minor head protein (CDS_0015) 19
11 14 tail protein (CDS_0016, Tgo
I
MGV-GENOME-0281325: 5,132-20,440 (+)
minor head protein (CDS_0015)
tail length tape measure protein (CDS_0012) 16
11 1314 | Jaz
I
MGV-GENOME-0266287:5,132-16,627 (+)
tail length tape measure protein (CDS_0012)
minor head protein (CDS_0015) integrase (CDS_0020)
distal tail protein Dit (CDS_0013) holin (CDS_0017) integrase (CDS_0021)
‘ tail protein (CDS_0016) ‘ 23
11 14 | 1819 2] 24

MGV-GENOME-0302964:5,132-24,185 (+)

tail length tape measure protein (CDS_0012)
15

11 1314 16

CEDEDIEDIN-D0DE D

MGV-GENOME-0258262:5,132-14,442 (+)
tail length tape measure protein (CDS_0012)
distal tail protein Dit (CDS_0013)
tail protein (CDS_0015)
minor head protein (CDS_0014) 16 17

11

|
MGV-GENOME-0281015:5,162-18,949 (+)

tail length tape measure protein (CDS_0011)
distal tail protein Dit (CDS_0012) holin (CDS_0015)integrase (CDS_0019)

tail protein (CDS_0014) 21
minor head protein (CDS 0013) | 1617 18 20[ 22

 ———————————
MGV-GENOME-0301445:5,132-23,114 (+)
chloram_CatA-NCBIFAM type A chloramphenicol O-acetyltransferase (NFO00491.1) (CDS_0014)

tail length tape measure protein (65_0012) amidase (CDS_0018)
minor head protein (CDS_0015) —r integrase (CDS_0020)
distal tail protein Dit (CDS_0013) holin (CDS_0017) 21 23
11 \ T | tail protein (CDS_0016) 19 T22]24

I
MGV-GENOME-0306550: 5,147-24,987 (+)

PDC-S01_WP_067088819.1 (CDS_0012)
11 tail length tape measure protein (CDS_0013)

I
MGV-GENOME-0256254:5,132-12,831 (+)
11 tail length tape measure protein (CDS_0012)

CEDDODICO—-DOBED

MGV-GENOME-0239960:5,132-11,762 (+)
11 tail length tape measure protein (CDS_0012)

POPCODIE—DO—0DC D

MGV-GENOME-0245348:5,132-12,533 (+)
tail length tape measure protein (CDS_0012)
minor head protein (CDS_0014)
tail protein (CDS_0015)
11 13 | 16

I
MGV-GENOME-0271599:5,132-17,160 (+)
tail length tape measure protein (CDS_0012)

14
11 | 1315

MGV-GENOME-0244432:5,162-12,150 (+)
tail length tape measure protein (CDS_0012)
14
11 13] 15

MGV-GENOME-0251255:5,132-12,997 (+)

tail length tape measure protein (CDS_0011)
12 14

Tag 15

MGV-GENOME-0264151:5,138-14,083 (+)
UmuD-like protein (CDS_0003)
terminase Ieﬁ'ge subunit (CDS_0001)
portal protéin (CDS_0002)
DNA polymerase (CDS_0005)

7
4 68

.
uvig_455068: 1-7,592 (+)
; 10000 nt |

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis other tail unknown function defence (DefenseFinder) defence (PADLOC)
I — I

virulence (VFDB) AMR (AMRFinderPlus) tRNA
I




