tail protein (CDS_0029) transcriptional regulator (CDS_0035) Cox-like excisionase and repressor (CDS_0041)
head closure (CDS_0030) MokWr-like host killing (CDS_0036) transcriptional regulator (CDS_0040)
\ 31 32  tail protein (CDS_0033) 34 37 38 integrase (CDS_0039] \ 42 43
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IMGVR _UVIG_2602041671_000003|2602041671]2602073409: 24,256-33,481 (+)
33 34 Peritrichous flagella (VF0967) (CDS_0035)

IMG\/R UViG_2602041657. 000010|2602041657\2602070644|74369 111431 24,240-34,108 (+)

34 35 36
I [} - I I L ;| |
uvig 319297:24,959-34,541 (+)
30 31 32 Peritrichous flagella (VF0967) (CDS_0033)

i

_—
IMGVR_UViG_2721755644_000001|2721755644|2721801177|1580250-1616307:22,673-33,125 (+)

32 Peritrichous flagella (VF0967) (CDS_0033)

MGVR_UViG_2609460210_000005|2609460210|2609544208|16252-52318:21,790-31,814 (+)
Peritrichous flagella (VF0967) (CDS_0035)
FAS-11 (VFO809) (CDS_0037)

|

uvig_279109:23,963-39,254 (+)
32 MTase_lI_00107 Type (CDS_0033)

L e o e ——— L I L& ___§B ]|
emP

hD_cluster_62200: 23,743-31,814 (+)
Peritrichous flagella (VF0967) (CDS_0036)
tail protein (CDS_0026) 27 32 34 MTase_ll_00107 Type (CDS_0035)

[ ———
IMGVR_UViG_2913152634_000006|2913152634|2913152634|3212782-3252326:22,371-36,611 (+)

Peritrichous flagella (VF0967) (CDS_0035)
tail protein (CDS_0031) 32 MTase_|1_00107 Type (CDS_0034) 37

i

-— I —— N S
IMGVR_UViG_2563366954_000003|2563366954|2563398806(7209-45792:22,510-35,651 (+)

tail protein (CDS_0031)
32 34 35

I B —
MGVR_UViG_2548876941 000013|2548876941|2549002380|4965-41624:21,293-33,558 (+)
29 transcriptional regulator (CDS_0030)

TemPhD_cluster_62739_:19,229-30,582 (+)
tail protein (CDS_0033)

32 34
I . B . | - — I — ——
IMGVR_UVIG_2534681936_000021|2534681936|2534763665|106496-143976:20,877-34,220 (+)
tail protein (CDS_0030)
29 31
I . D B L} - I I — —
IMGVR_UViG_2526164597_000014|252616459712526179977|368843-406312: 20,810-34,155 (+)
15 tail protein (CDS_0014) 8

I | —— I N D —
IMGVR_UViG_638341196_000008|638341196[638365535|86162-130855:5,044-17,458 (-)
6000 nt {
connector integration and excision moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC) virulence (VFDB)
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