Control_protein_00002 control (CDS_0052)
transcriptional regulator (CDS_0048)
47 49 50 51 53 virulence associated (CDS_0054)

N S S N S
IMGVR_UViG_2531839039_000012|2531839039|2531852090|2-40864: 34,329-36,980 (+)
41 42 replication initiation protein (CDS_0043) Control_protein_00002 control (CDS_0049)
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IMGVR_UViG_2593338852_000006|2593338852|2593351983|2-40385: 32,163-36,990 (+)
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IMGVR_UViG_2718218391_000004|2718218391|2718229144[1976282-2019006: 34,545-39,585 (+)

PDC-547_WP_148603747.1 (CDS_0044)
43 [ replication initiation protein (CDS_0045) oMTase_00015 orphan (CDS_0049) acetyltransferase (CDS_0054) 55 Na/KATPase

NC_030652.1: 33,763-39,678 (+)
oMTase_00015 orphan (CDS_0047)

s e S I —
AY954965.1: 34,740-39,291 (+)

52 53 transcriptional regulator (CDS_0055)
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IMGVR_UViG_2603879680_000001|2603879680|2603885937|28340-73520: 36,996-41,708 (+)
transcriptional regulator (CDS_0053)

I — I
TemPhD_cluster_22462_:38,040-40,421 (+)

oMTase_00015 orphan (CDS_0051) 52 54
e S I — I

IMGVR_UViG_2690315712_000001|2690315712|2690319160|17244-61104: 35,205-40,156 (+)
48 49 55

IMGVR_UViG_2568526586_000005|256852658612568580923|217528-262104: 35,987-40,845 (+)
PDC-547_WP_148603747.1 (CDS_0043) Panton-Valentine leukocicin (CDS_0050)
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/

TemPhD_cluster_41542:33,276-38,381 (+)

helicase loader (CDS_0049)
DnaB-like replicative helicase (CDS_0050) 51 Control_protein_00002 control (CDS_0055)

NC_004615.1: 35,660-40,645 (+)
RinB-like transcriptional activator (CDS_0061)
54 57 58 59 60 62
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IMGVR_UViG_2908586270_000002|2908586270|2908586270|445590-490052: 39,102-43,850 (+)

transcriptional regulator (CDS_0059)
Control_protein_00002 control (CDS_0054) 57 58 60 RinB-like transcriptional activator (CDS_0061)
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IMGVR_UViG_2537561615_000002|2537561615|2537575108|19077-61165: 36,806-41,542 (+)
Control_protein_00002 control (CDS_0054) 57 60 61 transcriptional regulator (CDS_0062)
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IMGVR_UViG_2645727879_000004|2645727879|2645765273|136-43672: 37,459-42,124 (+)
Panton-Valentine leukocicin (CDS_0054) nucleotide kinase (CDS_0055)

(I
TemPhD_cluster_48847_:36,461-39,350 (+)

nucleotide kinase (CDS_0052) 53

TemPhD_cluster_60463:36,561-39,423 (+)
nucleoside triphosphate pyrophosphohydrolase (CDS_0056)
nucleotide kinase (CDS_0052) secreted protein (CDS_0060)
Panton-Valentine leukocicin (CDS_0051) 53 58 59 RinB-like transcriptional activator (CDS_0061)
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IMGVR_UViG_2609459811_000001|2609459811|2609497192: 36,405-40,758 (+)

51 55, 57

%

IMGVR_UViG_2590828767_000004|2590828767|2590869828|1460385-1501019: 34,674-39,026 (+)
RinB-like transcriptional activator (CDS_0059)
acetyltransferase (CDS_0054) transcriptional regulator (CDS_0058)
53 55 56 57 | 60 61 62 63
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IMGVR_UViG_2872719886_000004|2872719886|2872719886|1976456-2018221:35,699-41,765 (+)
transcriptional regulator (CDS_0049) RinB-like transcriptional activator (CDS_0064)
51 55 57 58 dUTPase (CDS_0059) 60 61 63

[
o

!
‘%
|

o
N

IMGVR_UViG_2681813160, 000006|2681813160\268185%30|8463OO -889275:36,428-42,429 (+)
transcriptional regulator (CDS_0059)
Na/K ATPase (CDS_0058) RinB-like transcriptional activator (CDS_0063)
54 55 56 57 60 61 62
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NC_007049.1: 37,082-43,336 (+)
RinB-like transcriptional activator (CDS_0061)
transcriptional regulator (CDS_0059)

538 54 55 56 57 58 secreted protein (CDS_0060)
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0001(2571042703|2571138226: 37,849-43,513 (+)
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transcriptional regulator (CDS_0059)
60 61 62
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IMGVR_UVIG_2571042481_000004|2571042481]2571116102|1510884-1553183: 36,041-41,753 (+)
transcriptional regulator (CDS_0058)
55 56 dUTPase (CDS_0057) 59 60 61
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IMGVR_UVIG_2698536562_000004|2698536562|2698569363|92929-135205: 36,042-41,730 (+)
54 55 56 57 dUTPase (CDS_0058) 59 60 61

I —
IMGVR_UViG_2698536547_000002|2698536547|2698567933|290570-333716: 37,091-42,600 (+)

transcriptional regulator (CDS_0059)

53 54 55 56 57 58 60
—— 1 e . W— —
NC_008583.1: 36,680-42,581 (+)
57 58 59 60 62 63 66 67

é

IMGVR_UViG_3300045988_004825|3300045988|Ga0495776_135997:35,946-41,097 (+)
Panton-Valentine leukocicin (CDS_0052) 55 56 59
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TemPhD_cluster_48988_:36,696-41,575 (+)
41 42 43 44 45 46 47 48

IMGVR_UViG_2690315713 000004|2690315713]2690319180(1752739-1795458:32,315-38,773 (+)
2000 nt {
DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (PADLOC)
I




