
IMGVR_UViG_2590828485_000001|2590828485|2590854859: 20,076-30,443 (+)

tail associated cell-wall hydrolase (CDS_0024)
tail fiber protein (CDS_0025)

26

holin (CDS_0027)

endolysin (CDS_0028) 29 30 31
integrase (CDS_0032)

FS_Sma__Sma (CDS_0033)
transcriptional regulator (CDS_0034)

IMGVR_UViG_2558860551_000003|2558860551|2558894333|504203-546916: 20,073-29,354 (+)

29 30 FS_Sma__Sma (CDS_0031)

IMGVR_UViG_2671180496_000005|2671180496|2671236451|156324-199277: 20,080-30,981 (+)

29

anti-CRISPR-Cas (AcrIB) (CDS_0030)

31
FS_Sma__Sma (CDS_0032)

33

Retron_VI__HTH (CDS_0035)

36

IMGVR_UViG_2718218391_000004|2718218391|2718229144|1976282-2019006: 20,078-30,752 (+)

28
anti-CRISPR-Cas (AcrIB) (CDS_0029)

30 FS_Sma__Sma (CDS_0031)

IMGVR_UViG_2690315712_000001|2690315712|2690319160|17244-61104: 20,083-32,107 (+)

29 30 31
FS_Sma__Sma (CDS_0032)

33 36

NC_004615.1: 20,076-31,969 (+)

29 30

excisionase (CDS_0031)
Tha (CDS_0032)

33 34

IMGVR_UViG_2537561615_000002|2537561615|2537575108|19077-61165: 20,092-33,004 (+)

30 31
PDC-S19_WP_106843225.1 (CDS_0032)

33 38 39 40 41

IMGVR_UViG_2568526586_000005|2568526586|2568580923|217528-262104: 20,077-34,387 (+)

29 30 31 32
excisionase (CDS_0033)

34 35 39 4041

IMGVR_UViG_2654588022_000005|2654588022|2654629246|2022922-2066126: 20,048-33,377 (+)

28 29 30
excisionase (CDS_0031)

32 33

IMGVR_UViG_2537561703_000006|2537561703|2537583291|17635-59900: 20,077-33,213 (+)

31 32
excisionase (CDS_0033)

34 35

retron_type_VI_hth_cluster2_1 (CDS_0036)

Retron_VI__HTH (CDS_0037) 44 45

IMGVR_UViG_2576861072_000004|2576861072|2576867195|1459767-1502837: 20,077-34,010 (+)

29 30
excisionase (CDS_0031)

32 33 34
capH (CDS_0035)

transcriptional repressor (CDS_0036)

IMGVR_UViG_2698536547_000002|2698536547|2698567933|290570-333716: 20,095-32,988 (+)

29 30 31 FS_Sma__Sma (CDS_0032) 38 39

TemPhD_cluster_41542: 20,104-31,902 (+)

29 integrase (CDS_0030) FS_Sma__Sma (CDS_0031) 38

IMGVR_UViG_2908586270_000002|2908586270|2908586270|445590-490052: 20,032-35,016 (+)

28 29 Isd (VF0015) (CDS_0030) 31
excisionase (CDS_0032)

33 34 Sak-like ssDNA annealing protein

IMGVR_UViG_2558860573_000007|2558860573|2558894842|47884-91208: 20,077-33,410 (+)

29 30
excisionase (CDS_0031)

32 33

IMGVR_UViG_2681813160_000006|2681813160|2681859630|846300-889275: 20,073-32,888 (+)

29 30

excisionase (CDS_0031)
Tha (CDS_0032)

33 34 36

IMGVR_UViG_2593338852_000006|2593338852|2593351983|2-40385: 20,105-32,150 (+)

DS-6__DS-6A (CDS_0029)
DS-6__DS-6B (CDS_0030)

31 Retron_VI__HTH (CDS_0032)single strand DNA binding protein (CDS_0040)

5000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)

anti-defence (dbAPIS)


