
IMGVR_UViG_3300045988_058510|3300045988|Ga0495776_008602: 48,438-59,073 (+)

61 62 63 64 65 66 67
MTase_II_00048 Type (CDS_0068)

69 70

phosphoadenosine phosphosulfate reductase (CDS_0071)

72 73 74 75 76 77 78 79 80 81 82 83

MGV-GENOME-0353554: 48,438-59,073 (+)

69 70
phosphoadenosine phosphosulfate reductase (CDS_0071)

72 73 74 75

IMGVR_UViG_3300045988_101114|3300045988|Ga0495776_030154: 45,762-57,895 (+)

61 64 65 69 7071
phosphoadenosine phosphosulfate reductase (CDS_0072)

73 74 75 76

MGV-GENOME-0353755: 47,326-57,046 (+)

67
phosphoadenosine phosphosulfate reductase (CDS_0068)

69 70 71 IetA_00002 (CDS_0072)

MGV-GENOME-0354417: 49,118-59,525 (+)

67 69 70 74
phosphoadenosine phosphosulfate reductase (CDS_0075)

76 77 78 79 80

SAMN09781735_a1_ct11564: 48,512-58,734 (+)

69 70 71 72 73

MGV-GENOME-0352948: 44,128-55,703 (+)

64 65 66 67
IetA_00002 (CDS_0068)

69 74

IMGVR_UViG_3300045988_082155|3300045988|Ga0495776_008604: 52,636-60,873 (+)

74 76 77 78 79 80

IMGVR_UViG_3300045988_085177|3300045988|Ga0495776_137260: 50,523-58,194 (+)

72 73 74 75 76

IMGVR_UViG_3300045988_060947|3300045988|Ga0495776_136998: 45,138-53,370 (+)

63 64 65 66 67 73

SAMEA2737864_b1_ct8_vs2: 41,772-52,964 (+)

52 59 60 61 62 63
IetA_00002 (CDS_0064)

65

IMGVR_UViG_3300014039_000027|3300014039|Ga0116646_1000089: 47,750-56,425 (+)

68 70 71
phosphoadenosine phosphosulfate reductase (CDS_0072)

73 74 75 76 77

IMGVR_UViG_3300045988_104992|3300045988|Ga0495776_003639: 47,131-55,485 (+)

65 67 68 69 70 71 72 73

MGV-GENOME-0354059: 48,263-58,623 (+)

69 70
phosphoadenosine phosphosulfate reductase (CDS_0071)

72 79

IMGVR_UViG_3300045988_099742|3300045988|Ga0495776_049005: 44,140-55,274 (+)

61 66 67
phosphoadenosine phosphosulfate reductase (CDS_0068)

69 70 71 72 73

IMGVR_UViG_3300045988_085127|3300045988|Ga0495776_017202: 45,174-56,303 (+)

65 66
phosphoadenosine phosphosulfate reductase (CDS_0067)

68 69 70 71 72

IMGVR_UViG_3300045988_096756|3300045988|Ga0495776_031839: 44,382-55,826 (+)

60 67 68
phosphoadenosine phosphosulfate reductase (CDS_0069)

70 71 72 73 74

SAMEA2580224_a1_ct77351_vs1: 46,014-57,868 (+)

68 69
phosphoadenosine phosphosulfate reductase (CDS_0070)

71 72 73 74 75 76 77

IMGVR_UViG_3300045988_101079|3300045988|Ga0495776_017123: 46,119-58,597 (+)

anti-CRISPR-Cas (AcrIC5) (CDS_0062)
64 68

phosphoadenosine phosphosulfate reductase (CDS_0069)
PDC-M41B_WP_004445184.1 (CDS_0070)

71 72 73 74 75 82

SAMN09781707_a1_ct12249: 49,070-57,768 (+)

74 75 76 77
phosphoadenosine phosphosulfate reductase (CDS_0078)

79 82 83 84

IMGVR_UViG_3300045988_062193|3300045988|Ga0495776_003660: 45,339-55,398 (+)

62 64 68

phosphoadenosine phosphosulfate reductase (CDS_0069)

70
PDC-M11B_WP_204471233.1 (CDS_0071)

72

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC) anti-defence (dbAPIS)


