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MGV-GENOME-0354417:44,067-53,876 (+)
phosphoadenosine phosphosulfate reductase (CDS_0071)
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MGV-GENOME-0354059:44,231-56,302 (+)

IMGVR_UViG_3300045988_101114|3300045988|Ga0495776_030154:41,750-51,470 (+)
56 59 60 61
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MGV-GENOME-0348210:40,544-50,014 (+)
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IMGVR_UViG_3300045988_096756|3300045988|Ga0495776_031839:39,838-50,031 (+)
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MGV-GENOME-0353755:41,404-51,531 (+)
62 63 6465
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MGV-GENOME-0353554:42,829-52,642 (+)
66 67 6869 71
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SAMNO09781707_al _ct12249:43,425-51,986 (+)
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IMGVR_UViG_3300014039_000027|3300014039|Ga0116646_1000089: 42,642-50,420 (+)
anti-CRISPR-Cas (AcrlC5) (CDS_0068)
transcriptional repressor (CDS_0065)
anti-SOS response (APIS178) (CDS_0064)
63 | 67 69 7071 72
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IMGVR_UViG_3300045988_082155|3300045988|Ga0495776_008604: 44 956-55,563 (+)

anti-CRISPR-Cas (AcrIC5) (CDS_0055)
54 | 56 57 58

IMGVR_UViG_3300045988_060947|3300045988|Ga0495776_136998: 37,994-48,060 (+)
57 58 59 60
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IMGVR_UViG_3300045988_086858|3300045988|Ga0495776_017486:39,544-49,556 (+)
45 52 53 54 55
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SAMEA2737864_b1_ct8_vs2:36,478-46,318 (+)
59 60 61 62 65

IMGVR_UViG_3300045988_104992|3300045988|Ga0495776_003639:39,875-49,834 (+)

anti-CRISPR-Cas (AcrIC5) (CDS_0062)
61 | 63 64
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IMGVR_UViG_3300045988_101079|3300045988|Ga0495776_017123:40,329-50,629 (+)

anti-CRISPR-Cas (AcrIC5) (CDS_0065)
64 | 66 6768 69 73 74 75 76 77
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IMGVR_UViG_3300045988_085177|3300045988|Ga0495776_137260:42,940-55,716 (+)
3 primase (CDS_0059) 61 62 63 64
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IMGVR_UViG_3300045988_062193|3300045988|Ga0495776_003660:40,995-49,635 (+)
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