
MGV-GENOME-0353554: 58,870-66,873 (+)

83 84 85 86 87 88
retron_type_VI_hth_cluster2_1 (CDS_0089)

90 91 92 93 94 95
anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0096)

97

IMGVR_UViG_3300045988_101079|3300045988|Ga0495776_017123: 58,394-65,451 (+)

86 88
retron_type_VI_hth_cluster2_1 (CDS_0089)

90

MGV-GENOME-0353872: 58,318-65,016 (+)

85 86
tRNA-Gln(CTG)

87 89
retron_type_VI_hth_cluster2_1 (CDS_0090)

anti-repressor (CDS_0091)

IMGVR_UViG_3300045988_085177|3300045988|Ga0495776_137260: 56,643-64,980 (+)

80 81 82 88
retron_type_VI_hth_cluster2_1 (CDS_0089)

anti-repressor Ant (CDS_0090)
anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0095)

IMGVR_UViG_3300045988_060947|3300045988|Ga0495776_136998: 51,819-60,156 (+)

73 79
retron_type_VI_hth_cluster2_1 (CDS_0080)

anti-repressor Ant (CDS_0081)

MGV-GENOME-0352948: 54,152-61,665 (+)

81 retron_type_VI_hth_cluster2_1 (CDS_0082)

IMGVR_UViG_3300014039_000027|3300014039|Ga0116646_1000089: 55,613-64,059 (+)

80 84 88
retron_type_VI_hth_cluster2_1 (CDS_0089)

anti-repressor (CDS_0090) 94

SAMN09781735_a1_ct11564: 58,483-68,262 (+)

79 85
retron_type_VI_hth_cluster2_1 (CDS_0086)

90 91

IMGVR_UViG_3300045988_101114|3300045988|Ga0495776_030154: 57,692-67,330 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0087) 90
retron_type_VI_hth_cluster2_1 (CDS_0091)

anti-repressor (CDS_0092)

SAMEA2737864_b1_ct8_vs2: 52,761-61,108 (+)

79
retron_type_VI_hth_cluster2_1 (CDS_0080)

anti-repressor Ant (CDS_0081)

MGV-GENOME-0353755: 59,221-66,035 (+)

86
retron_type_VI_hth_cluster2_1 (CDS_0087)

91

3000 nt

DNA, RNA and nucleotide metabolism transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA


