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MGV-GENOME-0353872:54,318-62,622 (+)
77 78 79 80 81 82
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IMGVR_UViG_3300045988 085127|3300045988|Ga0495776_017202: 54,484-61,795 (+)
80 81 82
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IMGVR_UViG_3300045988 10lO79|3300045988\GaO495776 017123 54,909-61,705 (+)

85 86 87 88 89 92
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MGV-GENOME-0354417:57,676-65,680 (+)

82 83 84 85 86 87

SAMEA2580224 _al_ct77351_vs1:56,055-63,465 (+)
72 73
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IMGVR_UViG_3300045988_060947|3300045988|Ga0495776_136998:50,251-56,415 (+)

82 83 84 87 88
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SAMNO9781707_al _ct12249:54,997-59,486 (+)
MTase_Il_00172 Type (CDS_0077) retron_type_VI_hth_cluster2_1 (CDS_0087)
78 79 80 81 82 86 88 89 90
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MGV-GENOME-0353755:55,200-63,789 (+)
phosphoadenosine phosphosulfate reductase (CDS_0071)
MTase_II_00048 Type (CDS_0068)
69 70 72 76 77

;

MGV-GENOME- 0354059 53 176-60,912 (+)
3000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC) tRNA
I




