
IMGVR_UViG_3300029078_000062|3300029078|Ga0169221_100032|33684-106534: 1-5,778 (+)

DnaD-like helicase loader (CDS_0001)
DnaC-like helicase loader (CDS_0002)

integrase (CDS_0003)

transcriptional repressor (CDS_0004)

5 6 7 8 transcriptional regulator (CDS_0009)

SAMEA2579955_a1_ct17003_vs1: 27,595-36,890 (+)

33 34 35 36

endolysin (CDS_0037)

capH (CDS_0038)
DNA helicase (CDS_0039)

40

uvig_388456: 35,802-42,444 (+)

49
integrase (CDS_0050)

51 52 56

SAMEA2580149_a1_ct19967_vs1: 42,548-47,617 (+)

56 57 62

uvig_463847: 37,035-42,121 (+)

53 54

uvig_165994: 1,763-6,639 (+)

5 6

uvig_31700: 30,672-38,365 (+)

39

gamma-glutamyl cyclotransferase (CDS_0040)
amidoligase enzyme (CDS_0041)

42

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0043)

46 47

IMGVR_UViG_3300029026_000148|3300029026|Ga0169630_100043|360-64033: 31,518-38,693 (+)

43 44

IMGVR_UViG_3300029402_000250|3300029402|Ga0243962_100290|401-64661: 31,527-39,191 (+)

44 45

IMGVR_UViG_3300029372_000295|3300029372|Ga0243963_100321|2453-68976: 31,824-41,454 (+)

42 43 46 47

IMGVR_UViG_2788500514_000005|2788500514|2788573982|58552-121915: 31,842-38,358 (+)

42 43

uvig_494217: 31,307-38,959 (+)

41 44 45

IMGVR_UViG_3300029416_000124|3300029416|Ga0243860_100447: 30,909-38,702 (+)

44 45

uvig_166872: 45,576-50,744 (+)

53 54

OTU_554: 30,598-38,013 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0040)
41 44 45

uvig_336354: 30,667-38,449 (+)

47 48

uvig_228969: 27,360-36,916 (+)

36
Sigma L (VF0855) (CDS_0037)

38 39 42 43

uvig_45152: 20,142-30,743 (+)

23

baseplate wedge subunit (CDS_0024)

baseplate wedge subunit (CDS_0025)
virion structural protein (CDS_0026)

tail collar fiber protein (CDS_0027)

28 31 32

IMGVR_UViG_2910665422_000010|2910665422|2910665538|3049-81602: 1-17,515 (+)

1 2 3

ABCF_Sal-NCBIFAM Sal family ABC-F type ribosomal protection protein (NF000169.2) (CDS_0004)
linco_LnuD-NCBIFAM lincosamide nucleotidyltransferase Lnu(D) (NF000017.1) (CDS_0005)

6 7 8 910
DNA polymerase/primase (CDS_0011)

12 13 14
transcriptional repressor (CDS_0015)

16 17 18 19 20

7000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


