gamma-glutamyl cyclotransferase (CDS_0040)
STnga L (VF0855) (CDS_0043)
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endolysin (CDS_0038) integrase (CDS_0046) 50 transcriptional regulator (CDS_0052)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0041)
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uvig 364517:28,439-41,135 (+)
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SAMEA1906559_al ct78757_vs1:29,200-38,719 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0040)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0041)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0041)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0042)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0040)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0040)
Jallet_2C_hits_grouped (CDS_0045)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0041)
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_ll (CDS_0048)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0040)
trans_reg VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0051)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0040)
trans_regtVanU-NCBI FAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0051)
DNA polymerase/primase (CDS_0046)
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IMGVR _UViG_3300014532_000067|3300014532|Ga0169737_100186:29,228-47,538 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0040)
trans_reg VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0051)
DNA polymerase/primase (CDS_0046)
integrase (CDS_004§)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0042)
transcriptional repressor (CDS_0044)
DNA polymerase/primase (CDS_0049)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0055)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0043) WYL_II_I_IV_V_VI_1(CDS_0061)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0043)
PDC-MSSB_WP7055244538.1 (CDS_0046)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0086)
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