
TemPhD_cluster_35422: 27,888-37,861 (+)

excisionase (CDS_0028)
29

RecT-like ssDNA annealing protein (CDS_0030)

exonuclease VII (CDS_0031) 32 33 34 35

CII-like regulator (CDS_0036)
replication initiation O-like (CDS_0037)

DnaC-like helicase loader (CDS_0038)
DNA binding protein (CDS_0039)

40 41 42

TemPhD_cluster_48109: 29,353-39,142 (+)

35 36 41

TemPhD_cluster_7600: 28,170-37,947 (+)

exonuclease VII (CDS_0032) 35 transcriptional repressor (CDS_0036)

IMGVR_UViG_2600255161_000001|2600255161|2600299088|53274-99065: 25,054-31,453 (+)

32 33

IMGVR_UViG_2671180944_000002|2671180944|2671296842|3-44058: 22,361-31,506 (+)

28 29

TemPhD_cluster_15868: 29,371-40,214 (+)

35 36 37 39 primosomal protein (CDS_0040)

TemPhD_cluster_40164: 28,227-37,189 (+)

32 33

TemPhD_cluster_59691: 28,170-36,843 (+)

35 36

IMGVR_UViG_2880355930_000002|2880355930|2880355930|618275-665249: 28,257-37,470 (+)

33 34

TemPhD_cluster_22360_: 26,964-38,055 (+)

33 34 35 36 transcriptional repressor (CDS_0037)

IMGVR_UViG_2531839377_000014|2531839377|2531892790|388-47224: 25,134-37,076 (+)

31 32 33 34 35 40
TTSS secreted effectors (VF1111) (CDS_0041)

IMGVR_UViG_2551306176_000003|2551306176|2551360123|812-45737: 26,424-38,842 (+)

32 33 34 35 42

TemPhD_cluster_20908: 28,515-38,444 (+)

33
PDC-S42_WP_165601015.1 (CDS_0034)

35 36

IMGVR_UViG_2551306400_000001|2551306400|2551390754|69591-116455: 25,189-35,117 (+)

31 32
PDC-S42_WP_165601015.1 (CDS_0033)

34 35

TemPhD_cluster_58915: 28,216-38,601 (+)

33 34 35 36 37

TemPhD_cluster_31569: 27,722-36,738 (+)

33 34 35

TemPhD_cluster_47161: 29,512-39,413 (+)

ParA-like partition protein (CDS_0032)
33 34

TemPhD_cluster_58929: 29,941-42,581 (+)

35 36 37
Ren-like exclusion protein (CDS_0041)

42 43

TemPhD_cluster_58904: 29,941-37,930 (+)

35 36 37 38 39 40

TemPhD_cluster_47154: 28,516-36,513 (+)

33
ParA-like partition protein (CDS_0034)

35 36

5000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (PADLOC)

virulence (VFDB)


