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TemPhD_cluster_58915: 13,337-29,607 (+)

tail protein (CDS_0021)

IMGVR_UViG_2731957948_000004|2731957948|2732027616|1201320-1252618: 14,033-33,951 (+)

tail fiber protein (CDS_0021) 23 24
nicotinamide phosphoribosyl transferase (CDS_0025)

exonuclease VII (CDS_0030)

TemPhD_cluster_47161: 15,318-34,130 (+)

minor tail protein 24 25

TemPhD_cluster_40164: 14,033-32,845 (+)

23 24 RecA filament binding protein DinI (CDS_0025)

TemPhD_cluster_58795: 13,343-29,710 (+)

tail fiber protein (CDS_0021) 22 tail fiber protein (CDS_0023) 26

IMGVR_UViG_2681813112_000002|2681813112|2681854176|394866-444285: 13,343-28,253 (+)

tail fiber protein (CDS_0021)
tail fiber protein (CDS_0022)

24 nicotinamide phosphoribosyl transferase (CDS_0027)

TemPhD_cluster_31569: 14,628-29,402 (+)

tail fiber protein (CDS_0022)

TemPhD_cluster_58929: 14,628-34,559 (+)

tail fiber protein (CDS_0022) 23 24
TTSS-2 secreted effectors (VF0947) (CDS_0025)
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TemPhD_cluster_48109: 15,365-34,292 (+)

TTSS-2 secreted effectors (VF0947) (CDS_0024)
25 26 27 exonuclease VII (CDS_0032) 33

IMGVR_UViG_2850581638_000003|2850581638|2850581638|1536044-1581586: 13,343-28,739 (+)

21
REase_II_00069 Type (CDS_0022)

nicotinamide phosphoribosyl transferase (CDS_0023)

IMGVR_UViG_2551306194_000001|2551306194|2551363434|1-45046: 13,343-28,242 (+)

21 nicotinamide phosphoribosyl transferase (CDS_0022)

IMGVR_UViG_2880355930_000002|2880355930|2880355930|618275-665249: 14,295-32,859 (+)

16 tail fiber protein (CDS_0021)
tail fiber chaperone (CDS_0022)

23 24 nicotinamide phosphoribosyl transferase (CDS_0025)

IMGVR_UViG_2600255161_000001|2600255161|2600299088|53274-99065: 12,998-25,293 (+)

20

TemPhD_cluster_7600: 14,014-32,499 (+)

DarTG__DarG (CDS_0022) 24

DNA binding protein (CDS_0025)
transposase (CDS_0026)

27

TemPhD_cluster_35422: 13,330-29,568 (+)
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DarTG__DarG (CDS_0022)
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TemPhD_cluster_48381: 13,330-28,415 (+)

tail fiber protein (CDS_0021) DarTG__DarG (CDS_0022)DNA binding protein (CDS_0025)

TemPhD_cluster_41063: 14,014-31,578 (+)

tail fiber protein (CDS_0021) 24

DNA binding protein (CDS_0025)
transposase (CDS_0026)

27

TemPhD_cluster_7604: 14,014-32,499 (+)

central tail fiber J (CDS_0019)
tail protein and host specificity (CDS_0020)

25

DNA binding protein (CDS_0026)
transposase (CDS_0027)

28
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