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uvig 398175:143,156-149,626 (+)
170 171 179
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MGV-GENOME-0374856:131,193-136,956 (+)
197 198 202 206

MGV-GENOME-0376547: 145,289-152,219 (+)
HNH endonuclease (CDS_0099)
95 96 101 102

MGV-GENOME-0376636: 66,100-72,304 (+)
DNA methyltransferase (CDS_0170)
173 172 171 169 167
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SAMNO9781759_a1_ct184400_vs1: 132, 861 139,453 (-)
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MGV-GENOME-0375795:77,797-84,692 (-)
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MGV-GENOME-0375574:134,759-142,759 (+)
DNA methyltransferase (CDS_0188)
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MGV-GENOME-0376266:142,191-148,802 (+)
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MGV-GENOME-0376638: 145,695-152,063 (+)
DNA methyltransferase (CDS_0176)
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MGV-GENOME-0375668:136,695-143,572 (+)

MTase_lI_00048 Type (CDS_0183)
181 182 184

MGV-GENOME-0376476:140,181-146,698 (+)

DNA methyltransferase (CDS_0182)
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IMGVR_UViG_3300045988_136609|3300045988|Ga0495776_009385: 142,793-149,161 (+)

MTase_II_00048 Type (CDS_0172)
170 171 173 177 178
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IMGVR_UViG_3300029240_000001|3300029240|Ga0168677_100079: 139,906-146,800 (+)

DNA methyltransferase (CDS_0171)
173 172 170
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MGV-GENOME- 0376326 134,299-141,154 (1)

DNA methyltransferase (CDS_0085)
84 86
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MGV-GENOME- 0374014 48,471-55,326 (+)
MTase_II_00157 Type (CDS_0187)
185 186 188 190  HNH endonuclease (CDS_0191)

MGV-GENOME- 0376133 140, 647 148,444 (+)
DNA methyltransferase (CDS_0195)
192 193 194 196 197198 199
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uvwg 42206: 146, 310 154,730 (+)

3000 nt i
DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC)
I




