
SAMN09781759_a1_ct184400_vs1: 85,752-100,944 (+)

88 89

anaerobic ribonucleotide reductase small subunit (CDS_0090)
anaerobic ribonucleoside reductase large subunit (CDS_0091)

homing endonuclease (CDS_0092)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0093)

94 95 DNA polymerase (CDS_0096)
HNH endonuclease (CDS_0097)

Dda-like helicase (CDS_0098)

99
100

101
102

LigA (VF1220) (CDS_0103)
homing endonuclease (CDS_0104)

105

MGV-GENOME-0376476: 27,075-43,069 (-)

57585960

MGV-GENOME-0375233: 66,448-79,220 (+)

DNA polymerase (CDS_0060) LigA (VF1220) (CDS_0066)

MGV-GENOME-0376157: 24,476-38,997 (-)

48HNH endonuclease (CDS_0054)55

uvig_154988: 109,760-124,281 (+)

DNA polymerase (CDS_0141) HNH endonuclease (CDS_0142)

MGV-GENOME-0375574: 26,242-41,279 (-)

484953HNH endonuclease (CDS_0056)57

IMGVR_UViG_3300045988_136609|3300045988|Ga0495776_009385: 28,714-42,832 (-)

DNA polymerase (CDS_0061)64
nucleoside 2-deoxyribosyltransferase (CDS_0068)

69

MGV-GENOME-0375346: 26,737-38,466 (-)

DNA polymerase (CDS_0055)

MGV-GENOME-0376388: 28,031-42,863 (-)

59DNA polymerase (CDS_0060)

MGV-GENOME-0376133: 28,770-43,026 (-)

596061626566

MGV-GENOME-0376266: 26,970-42,010 (-)

57585960

MGV-GENOME-0375795: 28,451-44,247 (+)

27 28 29 30

MGV-GENOME-0376636: 106,235-121,421 (-)

167172DNA polymerase (CDS_0173)HEase_00030 homing (CDS_0177)

MGV-GENOME-0375668: 28,598-40,990 (-)

DNA polymerase (CDS_0063)66
anaerobic ribonucleoside reductase large subunit (CDS_0067)

6869

MGV-GENOME-0374856: 29,656-42,765 (-)

63DNA polymerase (CDS_0064)

MGV-GENOME-0376547: 29,474-42,832 (-)

60

MGV-GENOME-0375387: 46,625-59,611 (-)

HNH endonuclease (CDS_0098)99

uvig_398175: 27,534-40,764 (-)

HNH endonuclease (CDS_0057)58DNA polymerase (CDS_0059)

IMGVR_UViG_3300045988_141851|3300045988|Ga0495776_122669: 26,674-39,555 (-)

LigA (VF1220) (CDS_0045)HNH endonuclease (CDS_0051)52

IMGVR_UViG_3300029240_000001|3300029240|Ga0168677_100079: 26,674-39,555 (-)

HNH endonuclease (CDS_0050)51

MGV-GENOME-0376326: 89,280-100,886 (+)

88 89 90 92 93 LigA (VF1220) (CDS_0097) 98

MGV-GENOME-0374014: 88,740-100,346 (-)

157158163164

6000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC) virulence (VFDB)


