
MGV-GENOME-0376636: 38,352-47,298 (+)

40
ClpP (VF0074) (CDS_0041)

42 43 44 45 46 47 48 49 50 51 52 53

MGV-GENOME-0375717: 136,577-145,552 (-)

178179180

MGV-GENOME-0374014: 19,866-29,637 (+)

31 32 33 34

MGV-GENOME-0376133: 115,377-124,421 (+)

137 138 140 141

uvig_583707: 3,343-13,540 (-)

16171819202127

SAMN09781759_a1_ct184400_vs1: 3,343-13,337 (-)

1617181920

MGV-GENOME-0375233: 132,087-136,247 (-)

164169170172173

MGV-GENOME-0376388: 114,367-124,754 (+)

131 132 135 136 137 138 139

MGV-GENOME-0375387: 124,062-134,407 (+)

163 164 165 166

uvig_398175: 116,399-126,017 (+)

139 140 141

4000 nt

other unknown function virulence (VFDB)


